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Chikungunya Fever is the disease occurred by Chikungunya virus. The symptoms are
similarly to the Dengue patients. The vector is the edes mosquito. Dcngue. disease differs
to Chikungunya fever such as there is a leak out of blood plasma. The disease caused by
Chikungunya virus which is RNA Virus genus alphavirus family Togaviridae. The 4edes
aegypti and Aedes albopictus are the primary epidemic vectors. When the female
mosquitoes bite and suck blood from the patients with a high fever and virus in the
bloodstream. The viruses enter the stomach and increase the number and then enter into
the sahvary glands When the mfectcd mosqultoes blte the other people, they will leave
'-the viruses to the peoplc “The" people have a high fever about 2~4 days and virusés
circulate in the bloodstream. The outbreak of the Chikungunya virus is studied by using
mathematical model. The mathematical model is developed from the mathematical model
of E. Massad, S. Ma et al (2008) which contains no age structure and season. We add the
ﬁge structure ahd season which would make the model more __appropria_tcd. We apply the
_$Mdard dynamical modeling method to analyze tile behaviors of our solutions. We obtain
the condiﬁons required of the parameters for the disease free and endemic equilibrium
points to be local asymptotically stable. Numerical solﬁtion_s are obtained to support the

theoretical predictions.





