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Molecular detection of Ehrlichia canis infection in stray dogs in Mahasarakham Province
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Abstract

Ehrlichiosis caused by Ehrlichia canis is cause of morbidity and mortality in dogs. This study was detected E. canis
infection in 30 of stray dogs in 4 districts of Mahasarakham province (6 samples from Wapipathum, 8 samples from
Kaedam, 9 samples from Borabu, 7 samples from Phayakkhaphum Phisai). Blood samples of stray dogs were
collected to morulae screend by thin blood smear and molecular screened for 16s rRNA gene of E. canis by nested
PCR. The results showed that 5 of 30 samples (16.67%) were positive by thin blood smear. By nested PCR, 8 of 30
samples (26.67%) were positive. Comparing these techniques it was concluded that nested PCR is more sensitivity

and specificity technique for detection of E. canis.
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Figure 1

PCR products show amplicons of E. canis
at 389 bp. (Lane M: vc 100 bp DNA ladder

(vivantis); Lane 3, 7, 10: Amplification band
of positive samples; Lane 11: positive con-
trol)
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