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Abstract

Lactococcus lactis subsp. lactis FFL17-2 is a bacteriocin-producing lactic acid bacterium,
isolated from fermented minced-fish (Pla-Som-Fug), Lopburi Province. In this study, 16S rDNA of
the bacteria was cloned, and analysis of the DNA sequence showed 100% identity to 16S rDNA of L.
lactis from the database, thus confirming the previous identification by biochemical methods that the
bacteria is truly a member of the species L. lactis. In addition, a fragment of a gene (lanB), putatively
involved in bacteriocin biosynthesis, was cloned and analysed. Its deduced amino acid sequence
showed high similarity with NisB of several L. lactis (99.2-100% identity). An attempt was made to
identify the bacteriocin structural gene (land), without complete success. However, analyses of the
partial DNA sequence and deduced amino acid sequence suggested that the gene was probably highly

similar with nisA or nisZ of L. lactis
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