Appendix B
Amino acid sequences of human GST class alpha (hnGSTAL), mu (hGSTM1),
pi (hGSTP1) and theta (hGSTT1)
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hGSTA1  AEKPKLHYFNARGRMESTRWLLAAAGVFEEEKFIKSAEDLDKLRNDGYLMFQQVPMVEIDGMKLVOTRAILNYIASKYNLYGKDIKERALIDMYIEGIAD

By (x1 B, % B B % Oy

hGSTM1  PMILGYWDIRGLAHAIRLLLEYTDSSYEEKKYTMGDAPDYDRSQWLNEKFKLGLDFPNLPYLIDGAHKITQSNAILCYIARKHNLCGETEEEKIRVDILEN

Mu- loop
B, sl B, % By By % %

hGSTT1  GLELYLDLLSQPCRAVYIFAKKNDIPFELRIVDLIKGQHLSOAFAQVNPLKKVPALKDGDFTLTESVAILLYLTRKYKVPDYWYPQDLQARARVDEYLAW

hGSTP1  PPYTVVYFPVRGRCAALRMLLADQGQSWKFFWTVETWQQGSLKASCLYGQLPKFQDGDLTLYOSNTILRHLGRTLGLYGKDQGEAALVDMVNDGV

By o B, % By Oy Oy

hGSTA1 LGEMILLLPVCPPEEKDAKLALIKEKIKNRYFPAFEKVLKSHGQDYLVGNKLSRADIHLVELLYYVEELDSSLISSFPLLKALKTRISNLPTVKKFLQPGSP

O O 07 Og

hGSTM1  QTMDNHMGLGMICYNPEFEKLKPKYLEELPEKLKLYSEFLGKRPWFAGNKITFVDFLVYDVLDLHRIFEPNCLDAFPNLKDFISRFEGLEKISAYMKSS

G5 O 07 Og

hGSTT1  QHTTLRRSCLRALWHKVMFPVFLGGPVSPQTLAATLAELDVTLAELDVTLGLLEDKFLQNKAELTGPHISLADLVAITELMHPVGGGCPVFGGHPRLA

hGSTP1 LDLRCKYISLIYTNYEAGKDDYVKALPGOLKPFETLLSQNQGGKTFIVGDGISFADYNLLDLLLIHEVLAPGCLDAFPLLSAYVGRLSARPKIKAFLASPE

U5 G 07 Og

hGSTA1 RKPPMDEKSLEEARKIFRF >>>221
Bs )
hGSTM1 RFLPRPVFSKMAVWGNK >>>>217

hGSTT1 AWYGRVEAAVGEDLFQEAHEVILKAKDFPPADPTIKQKLMPWVLAMIR >>>239

hGSTP1 YVNLPINGNGKQ >>>209




