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Abstract

The aim of this study was to isolate cellulolytic actinomycetes from soil for sugar
production by using agricultural residues as substrate. Enzyme B glucosidase can degrade
cellulose to glucose and use glucose as a carbon source in the process of biofuel
production. Seventy-two Soil samples were collected from the plots Chulabhorn Dam for
screening cellulolytic microorganisms. Actinomycetes 190 isolates were obtained. Isolate
that has highest ability to degrade carboxymethylcellulose on the asgar plate
was Actinomycetes isolate CDF2L1D13 which showed HC value was 14.02. B glucosidase
activity was 2.639 U / ml. when used rice straw as carbon sources. The optimum nitrogen
source for producing B glucosidase was peptone and the enzyme activity was 5.443 U / ml.
The morphology of isolate CDF2L1D13 was studies. It was found that the shape of spores
resembled circular loop coil and it expected to be in the genus Streptosporangium.
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