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ABSTRACT

Pneumocystis jirovecii (P. jirovecii) is the second most opportunistic fungal
infection in immunocompromised patients in Thailand. However, little information regarding
epidemiological data and genotypic variation in mitochondrial large-subunit rRNA (mt LSU
rRNA) of this pathogen had been available. The objective of this research was to study
genotypes of this organism in immunocompromised Thai patients by DNA sequence analysis
and high resolution melt analysis of mt LSU rRNA gene. The sixty-four clinical specimens
consisted of bronchoalveolar lavage fluid (BALF), sputum (SP), and gastric wash (GW) from
immunocompromised Thai patients suspected of having Pneumocystis jirovecii pneumonia
(PcP) were used to analyze the genotypes. The criteria of type classification were based on a
typing score described firstly by Wakefield et al. From all clinical specimens studied, two
new types were detected. Two unique and different dominant types of P. jirovecii were
observed in immunocompromised Thai patients which originated from coinfection. These
differences can be used as genetic markers for studying the epidemiology, transmission

patterns, and probable antimicrobial resistance research.
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