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APPENDIX B

Molecular and morphological data set for phylogenetic study






Input data matrix:

Taxon/Node

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Input data matrix

Taxon/Node

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii

namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
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1. ITS set

111111111122222222223333333333444444444455555555556666666666777
123456789012345678901234567890123456789012345678901234567890123456789012
TGCTTAAACTCAGCGGGTAATCCCGCATGACC--~-~TGGGGTCGCGTTCGAAACAT TGACAT -GAGACAATG
TGCTTAAACTCAGCGGGTAATCCCGCCTGACC---~TGGGGTCGCGTTCGAAACATTGACAT -GAGACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC---~TGGGGTCGCGTTCGAAACAT TGACAT -GAGACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~-~~TGGGGTCGCGT TCGAAACATTGACAT-GAGACAATG

TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~-~--TGGGGTCGCATTCGAAACATTGACATAAAGATAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~~-TGGGGTCGCATTCGARACATTGACATAAAGATAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCATTCGAAACATTAACAT-ACGATAATG
TGCTTARACTCAGCGGGTAGTCCCGCCTGACC--~-TGGGGTCGCATTCGARACATTGACAT-AAGACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~~-TGGGGTCGCATTCGARACATTGACAT-AAGACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC--~-TGGGGTCGCATTCAARACATTGACAT-ACAATAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTTCGARACATTGACAT-GAGACAATG
====-TATGCTAATAGCGTAGTCGC---TGAC TGGGGTCGGATTCGAAACATTAACAT-ACGATAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~-~-TGGGGTCGCATTCAAAACATTGACAT-AAGACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACCTGACTGGGGTCGCGTTCGARACAT TGACAT -GAGACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~~-~-TGGGGTCGCGTTCGAAACATTGACAT-GAGACAATG
TGCTTAAACTCAGCGGGTAATCCCGCCTGGCC-~~~TGGGGTCGCATTTGAAACACCAATAA---CACATCA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC--~-TGGGATCGCATTTGAAACATCAACAC---AACATCA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~--TGGGATCGCATTTGAAACATCARCGC--~-AACATCA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC---~-TGGGATCGCATTTGAAACATCARCAC---AACATCA
TGA-C----TGGGATCGCATTTG-AACATCAACAC---AACATCA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC--~-~-TGGGATCGCATTTGAAACATCAACAC--~-AACATCA
TGA-C----TGGGA-CGCATTTG-AACATCAACAA---GGCATCA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGATCGCAT TTGAARACATCAACAC---AACATCA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~--~-TGGGATCGCATTTGAARACATCAACAC---AACATCA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGAAC----TGGGATCGCATTTGARACATCAACAC---AACATCA
TGACC----TGGGA-CGCATTTG-AACATCAACAA---GGCATCA
TGCTTAAACTCAGCGGGTAGTCCCGTCTGACC-~--~-TGGGGTCGCATTCGAAGCATCAA-ACAAAGATAATG
TGCTTAAACTCAGCGGGTAGTCCCGTCTGACC---~-TGGGGTCGCATTCGAAGCATCAATCA-~---AAGAAG
GGGGTCGCGATCGAAGCGTCATCAT-AAGACGACA
TGCTTAAACTCAGCGGGTAATCCCGCCTGACC----TGGGGTCGCGATCGAAGCGTCATCAT -AAGACGACA

--CGAAGCATCGTCAC-GAGACGACA
CGAAGCATCATCAC-GAGACGACA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTCCGAGACATCAAAAC----ACGATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTCCGAGGCATCGAATC-~---ACGATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTCCGAGGCATCGAATC-~-~ACGATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~---TGGGGTCGCGTCCGAGGCATCGAATC--~-ACGATG
TGGGGTCGCGATCGAAGCGTCATCAT-AAGGCAACA
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC---~-TGGGGTCGCATTTGAAACATCAACAA-~~GGCATCG
————————————————————————————————— --GGGGTCGCATTCGAAACATTGACAT-GAGACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC-~+-TGGGGTCGCGGTCGGAGCGCCGTCAC-GAGACGACA
TGCTTAAACTCAGCGGGTAGTCCCGTCTGACC--~-TGGGGTCGCATTCGATGCATCAACAC---GACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTCCGAAGCACCGAATC-~--ACGATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTCCGARGCACCGAATC--~~ACGATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTTCGAAGCATCTACAT -AAGACAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTTCGAAGCGTCAACAT -AAGACRATG
-=GCTAAACTCAGCG-GTAGTC-CGCCTGACC-~---TGGG-TCGCGTCCGAAGCATCGGCAC-AAGGCAATG
AGCTTAAACTCAGCGGGTAGTCCCGCCTGACC----TGGGGTCGCGTTCGAAGCATCGGCAC-AAGGCAATG
===-TAAACTCAGCGGGTAGTCCCGTCTGACC----TGGGGTCGCATTCGAAGCATCAA-ACAAAGATAATG
TGACC----TGGGGTCGCATTCGAAGCATCAA-ACAAAGATAATG
TGCTTAAACTCAGCGGGTAGTCCCGCCTGACC--~--TGGGGTCGCATTCGAAACATTGACAT-GAGACAATG

(continued) :

1111117101207 110713 11 111100011 101110111111133
777777788888888889999999999000000000011111111112222222222333333333344444
345678901234567890123456789012345678901234567890123456789012345678901234
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACGAATTGTT--ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACGAATTGTT~-ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACGAATTGTT~~ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACGAATTGTT--ACACAACTCCAAA-CAAAGGTTTTGTCA

2222222222222 2222222222222222222222222222222222222222222222222222222222°

CTTTGG-GGTCTTTCATTTACTTTCTT-CCTCACAAATTGCT --ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTTACTTTCTT-CCTCACAAATTGCT--ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTAG-GGTCTTTCATTTATTTTTTT-CCT--CCACATTGACTACTCAACTCCTAC-CATACGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACAAATTGCT-~-ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACAAATTGCT-~ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTTACTTTTTTCCCTCACAAATTGCT-~-ACACAACTCCAAA-CAAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACGAATTGTT--ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTAG-GGTCTTTCATTTACTTTTTT~CCTCCCAAATTGCT-~-ACACAACTCCAAA-CAAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACAAATTGCT--ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACGAATTGTT--ACACAACTCCAAA-CGAAGGTTTTGTCA
CTTTGG-GGTCTTTCATTCACTTTTTT-CCTCACGAATTGTT-~ACACAACTCCAAA-CGAAGGTTTTGTCA
TGTCAA-GGGCTTTCAATAAGTTTTTTCCCTTGCGACGTATGAGACATAACTCCAAA-CGAAGGTCTT-TCA
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loloana
loloana
mukdaha
mukdaha
pentago
spl

spinuli
spinuli

Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node

TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTCGCAACATATGATCCACAACTCTAA---ACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
TGTAAG-GGTCTTTCATAAAGTTTTTT-CCTTGCAACATATGATCCACAACTCTAAA-CACAAGTGTTTTCA
CATGAA-GGTCTTTATTCACGTTCAT-~-CCTTACGACTTATGACACCCAACTCCAA--CGAAGGTCTTATCA
CATGAA-GGTCTTTATTCACGCTGAT--CCTTACGACTTATGACACCCAACTCCAA-~-CGAAGGTCTTATCA
CATTAGAGGATTTTTACAAACTTTT---CCTTACGATTAACGACACACAACAACAAA-CGAAGGTCTTGTCA
CATTAGGGGATTTTTACAAA--CTTTT-CCTCACGATTAACGACACACAACAACAAA-CGAAGGTCTTGTCA
CGTTGG-GGTCTTTCACGAGGTCTTC--CCTTGCGAC------~ GCACGACTCAAGA--AGAGGATCTTTAA
CTTTGG-GGTCTTTCACGAGGTCTTC-~CCTTGCGACTCTCGACGCACGACTCAAGA--AGAGGATCTTTAA
CATCAG-GGTTCTAAATGAGGCATTTT-ACCAGTGACTCACA--GCATGACTTTAAA-CGAAGGTCTTTTCA
CATCAG-GGTTCTAAACGAGGCGTTTT~ACCGTTGACTCGCA--ACACGACTCTAGACCGAGGGTATTTTCA
CATCAG-GGTTCTAAACGAGGCGTTTT-ACCGTTGACTCGCA-~-ACACGACTCTAGACCGAGGGTATTTTCA
CATCAG-GGTTCTAAACGAGGCGT TTT-ACCGTTGACTCGCA--ACACGACTCTAGACCGAGGGTATTTTCA
CATTAA-GGGATTTTACAAA--CTTTT-CCTTACGGTTAACGATACACAACTCCAAA-CGAAGGTTTTGTCA
TGTCAG-GGTCTTTCTTGAAGTTTTTT~CCTTACAACGTATGATCCACAACTCCGAA-CGAAGGTCTTTTCA
CTTTG--GGTCTTAGATTCATTTTTTTCCCTCACAAATCGCT - ~ACACGACTCCAAA-CGAAGGTTTTGTCA
CGTTAG-GGTCTTTGACGGG-~--CCTT~-CCTTGCATCTCATAACACACGACTCCGAGACGAGGCTATTACAA
CATCAG-GGTCTTTTATGAAGTTTATT-CCTTATGATTTGTAACACACGACTCCATA-CGAAGGTCTTGTCA
CGTCAG-GGTTCTTAGCAAGGCCCTTT~AACTGTGACT TGCA--GCACGACTCCAGA-CGAAGGTCTTTCCA
CGTCAG-GGTTCTTAGCAAGGCCCTTT-AACTGTGACT TGCA--GCACGACTCCAGA-CGAAGGTCTTTCCA
CGTCAG-GGTCTTTCATGAAGCATTTC-ACTTACGACTTGTG-~ACACGACTCCAAG-CAAAGGTTATTTCA
CGTTAG-GGTCTTTCATGAAGTATTTT-ACTTACGACTTGTG-~ACACGACTCCAAG-CAAAGGTTATTTCA
CGTCAG-GGTCTTTCACGAAGTATTTC-ACTTACGACTTGTG-~-ACACGACTCGAAG-CAAAGGTTATTTCA
CGTCAG-GGTCTTTCACGAAGTATTTC-ACTTACGACT TGTG--ACACGACTCGAAG-CAAAGGTTATTTCA
CATGAT-GGTCTTAATTCACGTTCAT-~CCTTACGACTTATGACACCCAACTCCAA--CGAAGGTCTTATCA
CATGAT-GGTC-TTAATTCACGTTCAT-CCTTACGACTTATGACACCCAACTCCAA--CGAAGGTCTTATCA
CTTTG--GGTCTTAGATTCATTTTTTT-TCCCTCACAAATCGCTACACGACTCGAAA-CGAAGGTTTTGTCA

(continued) :
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attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar

ACCACCAATAGTCATGTATCAATCG-ARAAGG-ACTTTCATTTTAGCCAACCACACC--ATT-GGCATGGGA
ACCACCAATAGTCATGTATCAATCG-AAARGG-ACTTTCATTTTAGCCAACCACACC--ATT-GGCATGGGA
ACCACCAATAGTCATGTATCAATCG-AARAGG-ACTTTCATTTTAACCAACCACACC--ATT-GGCATGGGA
ACCACCAATAGTCATGTATCAATCG-AARAGG-ACTTTCATTTTAGCCAACCACACC--ATT-GGCATGGGA
ACCACCAACAGTCATGTATCAATCGAAARAGA-AGTTTCTTTTTAGCCAACCACACC--ATTGGGCATGGGA
ACCACCARCAGTCATGTATCAATCGAAAAAGA-AGTTTCTTTTTAGCCAACCACACC--ATTGGGCATGGGA
ACCACAAACAGTCATGCTTCAGTCGTAAARAA-ACCTTCTTTTTAGCCAACCATACC--ATGGGGCATGGGA
ACCACCAATAGTCATGTTTCAATCGAAARATA-ACTTTCTTTTTAGCCAACCACACC--ATTAGGCATGGGA
ACCACCAATAGTCATGTTTCAATCGAAAAATA-ACTTTCTTTTTAGCCAACCACACC--ATTAGGCATGGGA
ACCACCAACAGTCATGTATCAATCATAAAAGA-ACTTTCTTTTTAGCCAACCATACC-~ATTCGGCATGGGA
ACCACCAATAGTCATGTATCAATCG-AAAAGG-ACTTTCATTTTAGCCAACCACACC--ATT-GGCATGGGA
ACCACCAACAGTCATGTATCAATCGTAAAAAA-ACCTTCTTTTTAGCCAACCATACC--ATTGGGCATGGGA
ACCACCAATAGTCATGTTTCAATCGAAAAATA-ACTTTCTTTTTAGCCAACCACACC--ATTAGGCATGGGA
ACCACCAATAGTCATGTATCAATCG-ARAAGG-ACTTTCATTTTAGCCAACCACACC-~-ATT-GGCATGGGA
ACCACCAATAGTCATGTATCAATCG-AAAAGG-ACTTTCATTTTAGCCAACCACACC--ATT-GGCATGGGA
ACCACCAATAGTCATGTATCAATCA-TGAAGG-ACTTCCATTTAGGCTAACCATGCC-~-ATG-AGCACAGGA
ACCACCAACAGTCATGCATCAATCT-TAAAGG-ACTTCCATTTAGGCCAACCATACC--ATA-GGCACAGGA
ACCACCRACAGTCATGCATCAATCT-TAAAGG-ACTTCCATTTAGGCCAACCATACC--ATA~-GGCACAGGA
ACCACCAACAGTCATGCATCAATCT-TAAAGG-ACTTCCATTTAGGCCAACCATACC--ATA-GGCACAGGA
ACCACCAACAGTCATGCATCAATCT-TAAAGG-ACTTCCATTTAGGCCAACCATACC--ATA-GGCACAGGA
ACCACCAACAGTCATGCATCAATCT-TAAAGG-ACTTCCATTTAGGCCAACCATACC--ATA-GGCACAGGA
ACCACCAACAGTCATGTATCAATCT-TAAAGG-ACTTCCATT TAGGCCAACCATACC-~-ATA~GGCACAGGA
ACCACCAACAGTCATGCATCAATCT-TAAAGG-ACTTCCATTTAGGCCAACCATACC-~-ATA-GGCACAGGA
ACCACCAACAGTCATGCATCAATCT-TARAGG-ACTTCCATTTAGGCCAACCATACC--ATA-GGCACAGGA
ACCACCAACAGTCATGCATCAATCT-TARAGG-ACTTCCATTTAGGCCAACCATACC-~-ATA-GGCACAGGA
ACCACCAACAGTCATGCATCAATCT-TAAAGG-ACTTCCATTTAGGCCAACCATACC--ATA-GGCACAGGA
ACCACCTATAGTCAGGCATCAATCA---AAGG-ACTAATATTTAGACAAACCACACC--ATG-GGCATGGGA
ACCACCTATAGTCGGGCATCAATCA--~-AAGG-ACTAATTTTTAGACAARACCACACC--ATG-GGCATGGGA
ACCACCACTAGTCATGCATCCACCG-ATAAGG-ACTTACGTTTAGGCCAACCACACC--ATG-AACATGGGA
ACCACCACTAGTCATGCATCCACCG-ACAAGG-ACTTACGTTTAGGCCAACCACACCGTATC-AGCATGGGA
ACCACCACTAGCCGTGCGTCCACCG-AAGGGG-ACTTCAGTTTGGGCCAACCGCACC-~ATT~GGAACGGGA
ACCACCACTAGCCGTGCGTCCACCG-AAGGGG-ACTTCAGTTTGGGCCAACCGCACC--ATG-GGAACGGGA
ACCACCAATAGTCATGTGCCAATCA-AGGCGG-CCTTCAATTTGGGCCAACCACACACAAA--GGCATGGGA
ACCACCAATAGTCGTGTGCCAATCA-AGGCGG-CCATCAATTTGGGCCAACCACACGCGAC--GGCATGGGA
ACCACCAATAGTCGTGTGCCAATCA-AGGCGG-CCATCAATTTGGGCCAACCACACGCGAC--GGCATGGGA
ACCACCAATAGTCGTGTGCCAATCA-AGGCGG-CCATCAATTTGGGCCAACCACACGCGAC--GGCATGGGA
ACCACCACTAGTCATGCATCCACCG-AARAGG-ACTTGCGTTTAGGCCAACCACACC--ATC-AGCATGGGA
ACCACCAATAGTCATGTATCAATCG-TAAAGG-ACTTCCATTTAGGCCAACCATGCC--ATG-GGCACAGGA
ACCACCAATAGTCGTGTATCAATTA-AAAAGG-AATTCTATTTTAGCCAACCACACC--ATTAGGCATGGGA



Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node
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Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node
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ACCACCACTAGTCGTGCGTCCGCTGCAAGGGGCACCTGTGTTTGGGCCAACCGCACC--ATG~GGCACGGGA
ACCACCTATAGTCGTGCTTCAATCG-AAAAGG-ACTTCTATTTAGGCCAACCACACC--ATG-GGCACGGGA
ACCACCAACAGCCGTGTGCCGATCA-AAGAGG-CCATAGTTTTGGGCCAACCATGCACGAG-~-GGCATGGGA
ACCACCAACAGCCGTGTGCCGATCA-AAGAGG-CCATAGT TTTGGGCCAACCATGCACGAG-~GGCATGGGA
ACCACCAATAGTCGTGCATCAATCG-AAGAGG-ACTTCTATTTAGGCCAACCACACC--ATA-AGCATGGGA
ACCACCAATAGTCGTGCATCAATCG-AAGAGG-ACTTCTATTTAGGCCAACCACACC--ATG-GGCATGGGA
ACCACCAATAGTCGTGCATCAATCG-AAGAGG-ACTTCTATTTGGGCCAACCACACC--ATG-GGCATGGGA
ACCACCAATAGTCGTGCATCAATCG-AAGAGG-ACTTCTATTTGGGCCAACCACACC-~-GTG-GGCATGGGA
ACCACCTACAGTCAGGCATCAATCA---ARGG-ACTAATATTTAGACAAACCACACC--ATG-GGCATGGGA
ACCACCTATAGTCAGGCATCAATCA---ARGG-ACTAATATTTAGACAARCCACACC--ATG-GGCATGGGA
ACCACCAATAGTCGTGTATCAATTA-ARAAGG-ACTTCTATTTTAGCCAACCACACC--ATTAGGCATGGGA

(continued) :
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GACCAATCTTCGC-CCCC--AACAACATGGTCGTCATTCGACAAGGCAT TGAAGGGG-TCGACACGATGCGT
GACCAATCTTCGC-CCCC--AACAACATGGTCGTCATTCGACAAGGCAT TGAAGGGG-TCGACACGATGCGT
GACCAATCTTCGC-CCCC--AACAACATGGTCGTCATTCGACAAGGCAT TGAAGGGG-TCGACACGATGCGT
GACCAATCTTCGC-CCCC--AACAACATGGTCGTCATTCGACAAGGCATTGAAGGGG-TCGACACGATGCGT

GACCAATCTCCGC-TCCC--AACAACATGTTTGTCATTTGACG----~-~ TTGAAAGGATCGACATGATGCGA
GACCAATCTCCGC-TCCC--AACAACATGTTTGTCATTTGACG-~~~~-~ TTGAAAGGATCGACATGATGCGA
GACCAATCTCCGCTTCCC--AGCAACATGTTTATCATTTGGCG-~-~-~-~ TTGAGGGGATCGACATGATGCGA

GACCAATCTCCGA-TCCC--AACAACATGGTTGTCATTTGACAAGGCTTTGAAGGGA-TCGACATGATACGT
GACCAATCTCCGA-TCCC--AACAACATGGTTGTCATTTGACAAGGCTTTGAAGGGA-TCGACATGATACGT

GACCAATCTCCGC-TCCC--AACAACATGTTTATCATCTGGCG-~~-~-~ TTGAAGGGATCGACATGATGCGA
GACCAATCTACGC-CCCC-~-AACAACATGGTCGTCATTCGACAATGCAT TGAAGGGG-TCGACACGATGCGT
GACCAATCTCCGC-TCCC--AACAACATGTTTATCATTTGGCG--~~-~ TTGAGGGGGATCGACATGATGCGA

GACCAATCTCCGA-TCCC--AACAACATGGTTGTCATTTGACAAGGCTTTGAAGGGA-TCGACATGATACGT
GACCAATCTACGC-CCCC--AACAACATGGTCGTTATTCGACAAGGCATTGAAGGGG-TCGACAGGATGCGT
GACCAATCTACGC-CCCC--AACAACATGGTCGTTATTCGACAAGGCATTGAAGGGG-TCGACAGGATGCGT
AACCAATCTCCAC-CCTT--AATTAAACACTCACCATTAGACAAATATTTTGAAGGG-~-TGACATAATGTGT
GACCAATCTCCAC-CCTT--GACTAAGCATTTACCATTAGACAAATGTTTTAAAGGG--TGACACAATGTGT
GACCAATCTCCAC-CCTT--AACTAAGCATTTACCATTAGACAAATGTTTTAAAGGG-~-TGACACAATGTGT
GACCAATCTCCAC-CCTT--GACTAAGCATTTACCATTAGACAARATGTTTTARAGGG--TGACACAATGTGT
GACCAATCTCCAC-CCTT--GACTAAGCATTTACCATTAGACAAATGT TTTAAAGGG--TGACACAATGTGT
GACCAATCTCCAC-CCTT--GACTAAGCATTTACCATTAGACAAATGTTTTAAAGGG--TGACACAATGTGT
GACAATTCTCCCC-CCTT--GACTAAACACTTACTATTAGACAAATGTTTTAAAGGG-~-GGACACAATGTGT
GACCAATCTCCAC-CCTT--GACTAAGCATTTACCATTAGACAAATGTTTTAAAGGG--TGACACAATGTGT
GACCAATCTCCAC-CCTT--GACTAAGCATTTACCATTAGACAAATGTTTTAAAGGG--TGACACAATGTGT
GACCAATCTCCAC-CCTT--GACTAAGCATTTACCATTAGACAAATGT TTTAAAGGG--TGACACAATGTGT
GACCAATCTCCAC-CCTT--GACTAAGCATTTACCATTAGACAAATGTTTTAAAGGG--TGACACAATGTGT
AGTCAATCTCCTC-CTCC--AAC-AAATTTATGTTGTTTAACATAACATTGGAAAGA--~-AAGACGATGTGT
AGTCAATCTCCTC-CTCC--AAC-AAATTTATGTTGTTTAACATATTATTGGAARAGA---AAGACGATGTGT
GACCAATATCCGC-CTCA--AAAAACAAGCCGAATACGAAAAAAGGCATTGAAAGAGG-CGATGCAATGCGT
GACCAATATCCGC-CTCA--AACAACAAGCCTGATATGAAAAAAGGTAT TGAAAGAGG-TGATGCAATGCGT

2222222222222 2222722222222222222222222222222222222222222222222222222222°

GGCCAATCTCCGC-CCCA--GAC-ACATGCGTCCCCGTCGAGGAGGCATGGAGGGGG--CGACGCGATGCGT
GACCAATCTCCGC-CCCC--GAC-ACATGCGTCCCCGTCGAGGAGGCATGGAGGGGGG-CGACGCGATGCGT
GACCAATCTCCGC-CCCC--GACGGCATGCTGACGAT TCAACATGCCGTGATGGGGG--CGACGCGATGCGT
GACCAATCTCCGC-CCCC--GACGACATGCCGACGATACGACGTGACGTGGTGGGGG--CGACGCGATGCGT
GACCAATCTCCGC-CCCC--GACGACATGCCGACGATACGACGTGACGTGGTGGGGG--CGACGCGATGCGT
GACCAATCTCCGC-CCCC--GACGACATGCCGACGATACGACGTGACGTGGTGGGGG-~CGACGCGATGCGT
GGCCAATATCCGC-CTCA--AACAACAAGCCTACTACGAAAAGAGGCATTGAAAGAGG-CGATGCAATGCGT
GACCAATATCCAC-CCTT--AACTAAATA----—--- TAGACAAATG-TTTAGAGGG--TGACACAATGTGT
GACCAATCTCCAC-TCCC--AACAACATGGTTGTCATTCGACAAGACATTGATGGGA-TTGACACGATGCGT
GACCAATCTCCGCCCCCG--AACCAAGCGTC--CCGTTCATGGAGACATGGAGGGGG-~CGACGTGATGCGT
GACCAATCTCCGC-CCCC--GATAACATGCTTGCCATTAGACAATACATGAAGGGGAGGCGATACGATGCAT
GACCAATCTCCGC-CCCCCGAACAACATGCCGACATTTCGACATGCGATGGGGGAGG-~-CGACGCGATGCGT
GACCAATCTCCGC-CCCCCGAACAACATGCCGACATTTCGACATGCGATGGGGGAGG--CGACGCGATGCGT
GACCATTTTCCGC-CCCA--AACAACATGCCCGCTATTTAACAAGGCATGGTGGGGGGGCGACGAGATGCGT
GACCATTCTCCGC-CCCA--AACAACATGCCCGCTATTTGACAAGGCATGGTGGGGGG-CAACGACATGCGT
GACCATTCTCCGC-CCCG~-AACAACATGCCTGCTATTTGACAAGGCATGGTGGGGGG-CGACGAGATGCGT
GACCATTCTCCGC-CCCG--AACAACATGCCTGCTATTTGACAAGGCATGGTGGGGGG-CGACGAGATGCGT
AGTCAATCTCCTC-CTCC--AAC-ARATTTATGTTGTTCAACATAACATTGGAAAGA---AAGACGATGTGT
AGTCAATCTCCTC-CTCC--AAC-AAATTTATGTTGTTCAACATAACATTGGAAAGA---AAGACGATGTGT
GACCAATCTCCAC-TCCC--AACAACATGGTTGTCATTCGACAAGACATTGATGGGA-TTGACACGATGCGT

(continued):
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diverge
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Acilepis
Acilepis
Acilepis
Acilepis
Acilepis

GACGCCCAGGCAGACGTGCCCTCAA-CCAAGTGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAGTGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAGTGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAGTGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA

2272722722272272222222222°2722220222222222222222222222°222222222222222222°2°2222°22°?

GACGCCCAGGCAGACGTGCCCTTAA-CCAAATGGCTTTGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
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Acilepis diverge
Acilepis kingii
Acilepis namnaoe
Acilepis ngaoens
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Taxon/Node
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GACGCCCAGGCAGACGTGCCCTTAA-CCAAATGGCTTTGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGGGGTCAA-GGAAATGGGTTTAGGGGCAATTTGTGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACATGCCCTCAA-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCGAATGGCTTTGGGCGCAACTTGCGTTCAAARACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGCT TTAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAARACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGCTTTGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGCTTTGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGGCGTGCCCTCAA-CCAAATGGCTTCAGGCGCAACTTGCGTTCAAAAACTTGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAARAAACTCGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GATGCCCAGGCGGACATGCCCTCAACCCAAATGGTTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GATGCCCAGGCAGACGTGCCCTCAA-CCAAATGATTTCAGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAAGCAGACGTGCCCTAAA-CCAAATGGCTTCGGGCGCAACTTGCGTTCARAAACTCGATGGTTCA
GACGCCCAAGCAGACGTGCCCTAAA-CCGAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGG-CCAAATGGCTTCGGGCGCAACTTGCGTTCARAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGG-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA

GACGCCCAGGCAGACGTGCCCTCAG-CCGAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAG-CCGAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCGAATGGCTTCGGGCGCAACTTGCGTTCAAARACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA~CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCGAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGT TCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGTTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGCTTTGGGCGCAACTTGCGTTCAARAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGG-CCGAATGGCTTCGGGCGCAACTTGCGTTCAARAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCAAATGGCTTTGGGCGCAACTTGCGTTCAAARACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCGAATGGCTTCGGGCGCAACTTGCGTTCAARAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCGAATGGCTTCGGGCGCAACTTGCGTTCAARAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCARATGGCTTCGGGCGCAACTTGCGTTCAARAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCAARATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCGA~CCARATGGCTTCGGGCGCAACTTGCGTTCAAARACTCGATGGTTCA
GACGCCCAAGCAGACGTGCCCTAAA~CCARATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAAGCAGACGTGCCCTAAA-CCAAATGGCTTCGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
GACGCCCAGGCAGACGTGCCCTCAA-CCAAATGGCTTTGGGCGCAACTTGCGTTCAAAAACTCGATGGTTCA
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CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
GGGGATTCTGCAATTCACACCAAGTATGGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT~CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCATCCGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT -CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT~CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACATTTTTTAT-CGATGCATGAAGCCAAAATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
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CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGT TCTTCAT -CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATACGTG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCGTG-AGCCAAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGT TCTTCAT -CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT -CGATGCGTG-AGCCGAGATATC
CGGGATTCTGCAATTCACACCAAGTATCGCATTTTGCTACGTTCTTCAT-CGATGCATG-AGCCGAGATATC
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CGTTGCCGAGAGTCA-TTTGTGAATTT TAAAGATAG-AAGGCCCAAA-TGCACACC-GAARACGGATCATTA
CGTTGCCGAGAGTCA-TTTGTGAATTTTAAAGATAG-AAGGCCCAAA-TGCACACC-GAARACGGATCATTA
CGTTGCCGAGAGTCA-TTTGTGAATTTTAAAGATAG-AAGGCCCAAA-TGCACACC-GAAAACGGATCATTA
CGTTGCCGAGAGTCA-TTTGTGAAT TTTAAAGATAG-AAGGCCCAAA-TGCACACC-GARAACGGATCATTA
CGTTGCCGAGAGTCG-TTTATGAAT TTTAAAGATAG-AAGGCCCGAA-TGCARACC-AAAAACGGATCATTA
CGTTGCCGAGAGTCG-TTTATGAATTTTAAAGATAG-AAGGCCCGAA-TGCAAACC-AAAAACGGATCATTA
CGTTGCCGATAGTCG-TTTATGAATTTTAAAGATAT-AAGGCCCGAA-CGCAAACC-AAAAACGGATCATTA
CGTTGCCGAGAGTCG-TTTGTGAATTTTAAAGATAT-AAGGCCCGAA-TACAAACC-AAAAACGGATCATTA
CGTTGCCGAGAGTCG-TTTGTGAATTTTAAAGATAT-AAGGCCCGAA-TACARACC-ARAAACGGATCATTA
CGTTGCCGAGAGTCA-TTTATGAATTTTAAAGATAA-AAGGCCCGAATTACARACCAAAAAACGGATCATTA
CGTTGCCGAGAGTCA-TTTGTGAATTTTAAAGATAG-AAGGCCCGAA-TACACACC-GAARACGGATCATTA
CGTTGCCGAGAGTCG-TTTATGAATTTTAAAGATAGAAAGGCCCGAA-TACAAACC-AAARACGGATCATTA
CGTTGCCGAGAGTCG-TTTGTGAATTTTAAAGATAT-AAGGCCCGAA-TACAAACC-AAARACGGATCATTA
CGTTGCCGAGAGTCA-TTTGTGAATTTTAAAGATAG-AAGGCCCGAA-CACACACC-GAAAACGGATCATTA
CGTTGCCGAGAGTCA-TTTGTGAATTTTAAAGATAG-AAGGCCCGAA-CACACACC-GAAAACGGATCATTA
CGTTGTCGAGAGTCATTTTTTGATTTCAAAAGTGCA-AAGGCCCCAT-GACACACC-ATARATGAAGCATCA
CGTTGTCGAGAGTCA-TTTTTGATTTCARAAGTGTA--AGGGCTAAT -GACACATC-ATAAACAAAGCATCA
CGTTGTCGAGAGTCA-TTTTTGATTTCAAAAGTGAA--AGGGCTAAT -GACACATC-ATAAACAAAGCATCA
CGTTGTCGAGAGTCA-TTTTTGATTTCAAAAGTGAA--AGGGCTAAT-GACACCTC-ATAAACAAAGCATCA
CGTTGTCAAGAGTCA-TTTTTGATTTCAARAGTGAA-~-AGGGCTAAT -GACACATC-ATARACAAAGCATCA
CGTTGTCGAGAGTCA-TTTTTGATTTCARAAGTGAA--AGGGCTAAT -GACACATC-ATAAACAAAGCATCA
CGTTGTCGAGAGTCA-TTTTTGAT TTCAAAAGGGTA--AGGGGTAAT-GACACATC-ATARACAAAGCATCA
CGTTGTCGAGAGTCA-TTTTTGATTTCAAAAGTGAA--AGGGCTAAT-GACACATC-ATARACAAAGCATTA
CGTTGTCGAGAGTCA-TTTTTGATTTCAAAAGTGAA--AGGGCTAAG-GACACATC-ATAAACAAAGCATCA
CGTTGTCGAGAGTCA-TTTTTGAATTCAAAAGTGAA--AGGGCTAAT -GACACATC-ATARACAARAGCATCA
CGTTGTCGAGAGTCA-TTTTTGATTTCAAAAGTGTA--AGGGCTAAT-GACACATC-ATAAACAAAGCATCA
CGTTGCCGAGAGTCA-TTTGTGATAACARAAGGT TA-~-AAAACCAAA-GACACACC-ATARACGGAGT-TCC
CGTTGCCGAGAGTCA-TTTGTTATAACAAAAAGGT T-AAGAACCAAA-GACACC--~-ATAAACGGAGTTCCT
CGTTGCCGAGAGTCA-TTTGTAATTACARAAATGCC-ACGACCTTGAATGCATACC-GCGAACGGGGCATCA
CGTTGCCGAGAGTCG-TTTGTAATTACAAAAATGCC-ACGACCTTGAATGCATACC-GCARACGGGGCATCA
CGTTGCCGAGAGTCG-TTTGTGATTACGARAGAGAC-AAGGCCCGAA-TGCACACC-GCGAACGGGGCAACA
CGTTGCCGAGAGTCG-TTTGTGATTACGARAGAGAC-AAAGCCCGAG-CGCACACC-GCGAACGGGGCAACA
CGTTGCCGAGAGTCG-TTTGTGATTTTGARAGGCAG-TGGAATCGGG-CACAAGTCCGATGTCGAAATGTGC
CGTTGCCGAGAGTCG-TTTGTGATTTCGARAGGCAA-TAGACCCGGG-CACAATTCGAATGCCGARATGTGC
CGTTGCCGAGAGTCG-TTTGTGATTTCGAARGGCAA-TAGACCCGGG-CACAATTCGAATGCCGAAATGTGC
CGTTGCCGAGAGTCG-TTTGTGATTTCGARAGGCAA-TAGACCCGGG-CGCAATTCGAATGCCGAAATGTGC
CGTTGCCGAGAGTCG-TTTGTAATTACARAAGTGCC-ACGACCTGAA-TGCATACC-GCGAACGGGGCATCA
CGTTGCCGAGAGTCA-TTTTTGATTTCAAAAGTGTG-TAGGCCCGAT-GACACACC-ATAATCGAAGCATCA
CGTTGCCGAGAGTCG-TTTATGAATTTTAAAGATAG-AAGGCCCGAA-TGCACACC-ARAARGGGATTATTA
CGTTGCCGAGAGTCG-TTTGTGATTACARAGGGAAC--AGGCTCGTG-CGCGCACC-GCGAACAGGGCAACA
CGTTGCCGAGAGTCG-TTTGTAATTTCAAAAAAGAG-AAGGCCCAAA-TGCATTTC-GARAACGAAGCATCA
CGTTGCCGAGAGTCG-TTTGTGATTTTCAGAGGGTAGAGGACACGGG-CACGAATCGGATGCCGARACGTGA
CGTTGCCGAGAGTCG-TTTGTGATTTTCAGAGGGTAGAGGACACGGG-CACGAATCGGATGCCGARACGTGA
CGTTGCCGAGAGTCA-TTTGTGATTTTGAAAGATAG-AAAGCCCGGG-TGTGCACT -ARAAAGAGAACATCA
CGTTGCCGAGAGTCG-TTTGTGATTTTGAAAGATAG-AAAGCCCGAG-TGTACACT-ARAAAGAGAACACCA
CGTTGCCGAGAGTCG-TTTGTGATTTTGAAAGATAG-AAAGCCCAAG-TGTACCCT~-AACAAGAGAACATCA
CGTTGCCGAGAGTCG-TTTGTGATTTTGAAAGATAG-AAAGCCCAAG-TGTACCCT-AACAAGAGAACATCA
CGTTGCCGAGAGTCA-TTTGTGATAACAAARAGGTTA--AAAGACAAA-GACACACC-ATAARACAGAGT-TCC
CGTTGCCGAGAGTCA-TTTGTGATAACAAAAGGT TA--AARGACAAA-GACACACC-ATAARACAGAGT-TCC
CGTTGCCGAGAGTCG-TTTATGAATTTTAAAGATAG-AAGGCCCGAA-TGCACACC-AAAAAGGGATTATTA
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CGA--GCCA---ACTTCTTATA--TTTTGTTTTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CGA--GCCA---ACTTCTTATA--TTTTGTTTTC--CTTGGCACGTT~CCGTGCC-GGGGTTTGTTTTGGTG
CGA--GCCA---ACTTCTTATA--TTTTGTTTTC--CTTGGCACGTT-CCGTGCC~GGGGTTTGTTTTGGTG
CGA--GCCA---ACTTCTTATA--TTTTGTTTTC-~-CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCA-ACTCTTTTTATA--TATTGTTTTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCA-ACTCTTTTTATA--TATTGTTTTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCA-ACTCTTTTTATA--TATTGTTTTC--CTTGACACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCA-ACTCTTTTTATA--TATTGTTTTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCA-ACTCTTTTTATA--TATTGTTTAC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCAAACTCTTTTTATA--TATTGTTTTCCTCTTGGCACGTTCCCGTGCCGGGGGTTTGTTTTGGTG
CGA--GCCA---ACTTCTTATA--TTTTGTTTTC--CTTGGCACTTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCAACTCTTTTTTATA-TATTGTTTTTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCA-ACTCTTTTTATA--TATTGTTTTC-~-CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CGA--GCCA---ACTTCTTATA--TTTTGTTTTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTAGTG
CGA--GCCA---ACTTCTTATA--TTTTGTTTTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTGGTG
CAA--GTCACATCTTTCTTTAGTTATTTCATTTC-~-CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGGTG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC--CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC-~-CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC--CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC-~-CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC-~-CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCGCATCTTTTTTTTGATTTTTCATTTC--CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC-~CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC--CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC~-CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
CAA--GCCACATCTTTCTTTTGATTTTTCATTTC-~-CTTGGCACATT-CCGTGCT-GGGGATTGTTTTGATG
TAA--GCCCAACCTTTTTTCTG--TTTTCATTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTATTGTG
AAG--GCCCAACCTTTTTTCTG--ATTTCATTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTATTGTG
CAA--GTCGCACCCATCTCATG---TTTAGTTCATCCTTGGCACGTC-CCGTGCCGGGGGTTTGTTTARACG
CAA--GTCGCACACATCTCATG-TTTTGTTCATC--CTTGGCACGTT-CCGTGCCGGGGGTTTGTTTAAATG
CGG--GCCACACCCTTCTTAAG---TTCGTTTTC~--CTTGGCACATT-CCGTGCC-GGGGTTTGTTTTTGTG
CGG--GCCACACCCTTCTTAAG--TTTTGTTTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTTTTGTG
CAC--GCCACACCCTTCTTGAG-TTTTTACGTTC-~CTTGGCACGTT~-CCGTGCC-GGGGTTTGTTACGTTG
CAC--GCTACACCCTTCTTGAG--TTTTTCATTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTATGTCG
CAC--GCTACACCCTTCTTGAG--TTTTTCATTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTATGTCG
CAC--GCTACACCCTTCTTGAG--TTTTTCATTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTATGTCG
CAA--GTCGCACCCATCTCATG-TTTTGTTAATC--CTTGGCACGTT-CCGTGCCGGGGGTTTGTTTAAATG
CAA--GCCACACCCTTCTTTTG--TTTTCATTTC~--CTTGGCACGTT-CCGTGCC-GGGGATTGTTTTGGTG
CGA--GCCA-ACCCTTTTTATA--TTTAGTTTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTTTGGTG
CCA--GCCGAACCCTTCTTCTA--TTTAGTCTTC--CTTGGCACGTT-CCGTGCC-GGGGTTTGTTTTTGTT
CGA--GCCACACCCTTCTTATG--TTTTGTTTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTTTGGTG
CGCATGCCACACCCTTCTTTAG--TTTGTTGTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTATGTTG
CGCATGCCACACCCTTCTTTAG--TTTGTTGTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTATGTTG
CAG--GCCATACCCTTCATATG--TTTTGTTTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTTTGGTG
CGG--GCCACACCCTTCATATG--TTTTATTTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTTTGGTG
CAG--GCCACACCCTTCGTAAG--TTTTAATTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTATGGTG
CAG--GCCACACCCTTCGTAAG--TTTTAATTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTATGGTG
TAA--GCCCAACCTTTTTTCTG--TTTTCATTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTATTGTG
TAA--GCCCAACCTTTTTTCTG--TTTTCATTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTATTGTG
CGA--GCCA-ACCCTTTTTATA--TTTAGTTTTC--CTTGGCACATT-CCGTGCC-GGGGTTTGTTTTGGTG
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CCAACAAGACATGAGAAA---CCAATTA-TAGGCGAC-TCAAATATC-TATCAGCAAG--GCAARAGGAGGC
CCAACAAGACATGAGAAA---CCAATTA-TAGGCGAC-TCAARATATC-TATCAGCAAG--GCAARAGGAGGC
CCAACAAGACATGAGAAA---CCAATTA-TAGGCGAC-TCARATATC-TATCAGCAAG--GCAARAGGAGGC
CCAACAAGACATGAGAAA---CCAATTA-TAGGCGAC-TCARATATC-TATCAGCAAG--GCAARAGGAGGC
CCAACATGACATG---AGAGACCAATTA-TAGGCAAC-CCARATGTC-AATTAGCAAG--GCAARAGGAGGC
CCAACATGACATG---AGAGACCAATTA-TAGGCAAC-CCAAATGTC-AATTAGCAAG--GCAARAGGAGGC
GCGTCTTGACAAG---AAAGAGCACCGA-TGGCTAAC-CCAGATGTC-AATCAGCCAG--GCAGAAGGAGGC
CCAACATGACATG---AGAGACCAATTA-TAGGCAAC-CCAAATGTC-AATCAGCAAG--GCAAAAGGAGGC
CCAACATGACATG---AGAGACCAATTA-TAGGCAAC-CCAAATGTC-AATCAGCAAG--GCAARAGGAGGC
CCAACATGACATG---AGAGACCAATTA-TAGGTAAC-CCAARATGTCAAATCAGCAAG--GCAAAAGGAGGC
CCAACAAGACATGAGAAA---CCAATTA-TAGGCGAC-TCARATATC-TATCAGCAAG--GCAAAAGGAGGC
CCAACATGACAAG---AAAGACCAATTA-TAGGTAAC-CCAAATGTC-AATCAGCAAG--GCAAAAGGAGGC
CCAACATGACATG---AGAGACCAATTA-TAGGCAAC-CCAAATGTC-AATCAGCAAG--GCAARAGGAGGC
CCAACAAGACATGAGAAA---CCAATTA-TAGGCGAC~-TCAAATATC-TATCAGCAAG--GCAARAGGAGGC
CCAACAAGACATGAGAAA---CCAATTA-TAGGCGAC-TCAAATATC-TATCAGCAAG--GCAAAAGGAGGC
CCAATAAGGCATATACAATACCCA----- AAGGCATT-ATAAATGTC-CATCAGCAAA--GACGAAAGAGTA
CCATCAAGACAAGTACAATGCCCATCAA-AAG-CATT-ATAAATGTC-CATCAGCAAA--GATGAAGGAGTA
CCATCAAGACAAGTACAATGCCCATCAA-AAGCCATT-ATAAATGTC-CATCAGCAAA--GATGAAGGAGTA



mukdaha
mukdaha
pentago
spl

spinuli
spinuli

Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
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CCATCAAGACAAGTACAATGCCCATCAA-AAGCCATT-ATAAATGTC~CATCAGCAAA--GATGAAGGAGTA
CCATCAAGACAAGTACAATGCCCATCAA-AAG-CATT-ATAAATGTC-CATCAGCAAA-~-GATGAAGGAGTA
CCATCAAGACAAGTACAATGCCCATCAA-AAGCCATT-ATAAATGTC-CATCAGCAAA--GATGAAGGAGTA
CCATCAAAACAAATACAATGCCTATCAA-AAG-CCTT-ATAAATGTC-CCTCAGCAAA--GATGAAGGAGTA
CCATCAAGACAAGTAARATGCCCATCAA-AAG-CATT-GTAAATGTC~CATCAGCAAA--GATGAAGGAGTA
CCATCAAGACAAGCACAATGCCCATCAA-AAG-CATT-ATAAATGTC-CATCAGCAAA--GATGAAGGAGTA
CCATCRAGACAAGTACAATGCCCATCAA-AAG-CATT-ATAAATGTC-AATCAGCAAA--GATGAAGGAGTA
CCATCAAGACAAGTACAATGCCCATCAA-AAG-CATT-ATAAATGTC~CATCAGCAAA--GATGAAGGAGTG
CCACCA---TATTCATAACGCTCTTTTA-TAAACGCT -ACAACAAT - ~-GGATAGCAAG--GCGCAAAGAGTC
CCACCA---TATTCATAACACTCTTTTA~CAAGCGCT -ACAACAAT --AGATAGCAAG-~-GCGCAAAGAGTC
CTAACAAGACACCTGCACGACCCTATAA-AAGGCTTT-ACAAGTGTA-TGCCAGCATGATGCARAGAGGGT -
CTAACAAGACACCTGCACGACCCTATAA-GAGGCT TT-ACAAGTGTA-TGCCAGCATGATGCAAAGAGGGT -

CCCACG-GACGCCCACGATGCCCCGTGA-GAGGCACC-GAGAACGTA-CGTCGGCAGGGAGCARAGGGAT G-
CCCACG-GACGCCCACGATGCCCTGTGA-GAGGCAYC~-GAGAACGTA-CGTTAGCAGGGTGCAAGGGGAT G-
CCGGCAGGACTTCTACGACGCCTACTTA-TAGGCATC-ATAAARAATC-CATTGGCAGG---~~ GCATGGGCT
CCGGCAAGACTTCTACGAGGCCCCGTCG-GGGACATC-GTATAATTC-CGTCAGCGGG-~-GCATAGGTTGG-
CCGGCAAGACTTCTACGAGGCCCCGTCA-GGGACATC-GTATAATTC-CGTCAGCGGG-~-GCATAGGTTGG-
CCGGCAAGACTTCTACGAGGCCCCGTCA-GGGACATC-GTATAATTC-CGTCGGCGGG--GCATAGGTTGG-
CTAACAAGACACCTGCACGACCCTATAA-GAGGCTTT-ACAAGTGTA-TGTCACCATGATGAAAAGAGGGT -
CCATCAAGACATGTACAATGCCCGTTAA-AGG-CAAT-ATAAATGTC-CATCAGC-AG--GACGAAAGAGTA
CCAACAAGACATACGAGA---CCAATTA-TAGGAAAC-CCACATGTC-TATCAGCAAG--GCAAAAGGAGGA
CCGACGAAACGTACACGATGCCCGT--ACGAGGCAGC-TTGCACGTA-CGTCGGCAGAAGGACGTACGAGGT
CCATCGAGACACTTACAAGGCCCCGTTA-GAGGCGAT-ACAAATGTC-CGTCAGCAAG--GAGCATGGAATC
CCAGCAAGACTTCTTCAAGGCCCCGTTA-GAGACTTCAATAAAAATC-CGTTGGCAGG--GCGTAGGATTC-
CCAGCAAGACTTCTTCAAGGCCCCGTTA-GAGACTTCAATAAAAATC-CGTTGGCAGG--GCGTAGGATTC-
CCAACAAGATATCTATAAGGCCCCAATA-GAAGCCAC-ATARATACC-TATTGGCAAG--GCAT-TGAAGTC
CCAACAAAATATCTATAAGGCCTCATTAGGAGGCCAC-ATAAATACC-TATTAGCAGG--GCATARAAGTC-
CCAACAAGATATCTATAATGCCCCATTA-AAGGCAAC-ATAAATACC-TATTAGCAGG--GCATAAAAGTC-
CCAACAAGATATCTATAATGCCCCATTA-ARGGCAAC-ATAAATACC-TATTAGCAGG--GCATAAARAGTC-
CCACCA---TATTCATAACACTCTTTTA-TGAACGTT-ATAACAAT--GGATAGCAAG--GCGCAAAGAGTC
CCACCA---TATTCATAACACTCAACGTTACAACAAT - - - -—————== GGATAGCAAG--GCGCAAAGAGTC
CCAACAAGACATACGAGA---CCAATTA-TAGGAAAC-CCACATGTC-TATCAGCAAG--GCAAAAGGAGGA

(continued) : :
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--ACAAGACTAGG-CCCGACCCCCTAGTACCTGATCA--TCAATACAAGTTCACAGGTCGTTTTGAG-TGCA
--ACAAGACTAGG-CCCGACCCCCTAGTACCTGATCA--TCAATACAAGTTCACAGGTCGTTTTGAG-TGCA
--ACAAGACTAGG-CCCGACCCCCTAGTACCTGATCA--TCAATACAAGTTCACAGGTCGTTTTGAG-TGCA
--ACAAGACTAGG-CCCGACCCCCTAGTACCTGATCA--TCAATACAAGTTCACAGGTCGTTTTGAG-TGCA

-=-ACAAGACTAGG-CCCGACCTCCTAACACCTGATCA-~GCAATACAAGT TCACATGTCATTTTAAG-TGCA
--ACAAGACTAGG-CCCGACCTCCTAACACCTGATCA-~-GCAATACAAGTTCACATGTCATTTTAAG-TGCA
ACAGAATCTTCCG------ GGCCCTAATACCAGGTAA-GGGAATACAAGTTCACATGTCATTTT--CCTACA
--ACAAGACTGGG-CCCGACCCCCTAACACCTGATCG--TCAATACAAGT TCACATGTCATTTTAAA-TGCA
--ACAAGACTGGG-CCCGACCCCCTAACACCTGATCG-~-TCAATACAAGTTCACATGTCATTTTAAA-TGCA
--ACAAGACTAGG-TCTGACCCCCTAACACCTGATCA--TCAATACAAGTTCACATGTCATTTTAAG-TGCA
-=ACAAGACTAGG-CCCGGCCCCCTAGCACCTGATCA--TCAATACAAGT TCACAGGTCGTTTTGAG-TGCA
--ACAAGACTAGG-CCCGACCCCCTAACACCTGATCA-~-TCAATACAAGTTCACATGTCATTTTAAG-TGCA
~=ACAAGACTGGG-CCCGACCCCCTAACACCTGATCG--TCAATACAAGT TCACATGTCATTTTAAA-TGCA
~=ACAAGACTAGG-CCCGACCCCCTAGCACCTGATCA--TCAATACAAGT TCACAGGTCGTTTTGAG-TGCA
--ACAAGACTAGG-CCCGACCCCCTAGCACCTGATCA~-~-TCAATACAAGTTCACAGGTCGTTTTGAG-TGCA
C-ATAAGCATGCG-CTCATCTCTCAAACGCCCAATCATATCTTTACTTGTTCACAAGTCACTCTATACAG--
C-ATAAGCA-ACG-CTCATCACCCAAACATCCAACCATGTCTTTACTTGTTCACAAATCATTCTAAACTG--
C-ATAAGCA-ACG-CTCATCACCCAAACATCCAACCATGTCTTTACTTGTTCACAAATCATTCTAAACTG-~
C-ATAAGCA-ACG-CTCATCACCCARACATCCAACCATGTCTTTACTTGTTCACAAATCATTCTAAACTG- -
C-ATAAGCA-ACG-CTCATCACCCARACATCCAACCATGTCTTTACTTGTTCACAAATCATTCTAAACTG--
C-ATAAGCA-ACG-CTCATCACCCARACATCCAACCATGTCTTTACTTGT TCACAAATCATTCTAAACTG--
CAATAAGCA-ACG-CTCATCACCCARACATCCAACCATATCTTTACTTGGTCCCCAATCATTCTAAACTG--
C-ATAAGCA-ACG-CTCATCACCCARACATCCAACCATGTCTTTACTTGTTCACAAATCATTCTAAACTG-~
C-ATAAGCA-ACG-CTCATCACCCARACATCCAACCATGTCTTTACTTGTTCACAAATCATTCTAAACTG--
C-ATAAGCA-ACG-CTCATCACCCARACATCCAACCATGTCTTTACTTGTTCACAAATCATTCTAAACTG--
C-ATAAGCA-ACG-CTCATCACCCAAACATCCAACCATATCTTTACTTGTTCACARATCATTCTAAACTG-~
--ACAAGCATGAC-CTTGAGCCCTTAACG-CCGATTG--TTAGTAAATATTCACAGGTCATTCTAAAATGCG
~=ACAAGCATGAC-CTTGTGCCCTTAACA-CCGATTG--TTTGTAAATATTCACAAGTCATTCTAAAATGCG
--GCGAGCATTAG-CCCGTCCTCCCAACACCCAATTA--ATAATACATGTTCACAGGTTATTCTGGAATGCT
--GCGAGCATTAG-CCCGTCCTCCCAACACCCAATTA--ATAATACATGTTCGCAGGTTATTCTGGAATGCT

-=GCAGGCATGAG-CCTGTCCCCCCGACGCCCGGTTG--TCAGTACGTGTTCACAGGTCGTTCTGAGGTG-~
-—GCAGGCATGAG--CCAGTCCCCCGACGCCCGGTTG--TCGGAACGTGTTCACTGGTCGTTCTGAG- -~~~
TGACGAGCACAAGGCCGTCTCACCTAGCCCAAGATTT--TCAATACGTGTTCACGGTTCGTTTTGAATTGCA
-=ACGAGCATCTGGCCGTTTCACCTAAC--CCGATATTTTCAGTGCGTGTTCACGGTTCATTTTGAGT TGCA
==ACGAGCATCTGGCCGTTTCACCTAAC--CCGATATTTTCAGTGCGTGTTCACGGTTCATTTTGAGTTGCA
==ACGAGCATCTGGCCGTTTCACCTAAC--CCGATATTTTCGGTGCGTGTTCACGGTTCATTTTGAGTTGCA
-=GCGACCATTAG-CCCGTCCTCTCAACACCCAATTA-~-GTAATACATGT TCACAGGTTATTCTGAARATGCT
C-ACAAGCATGAG-CTCATCTCCCTAATGTCCAATCATATTATTACTTGTTCACGAGTCATTCTAAACT G-~
-=ACATGACTAGG-CACGACCCCCTAACACCTGATCA--TCAATACAAGTTCACATGTCGTTTTAAG-TGCA
C-ACGGGTATTGGCCCTGCTTCCCCGACGCCCGGTAT~~CCGGTACATGTTCACGGGTCGTTCTGCAAAGCA
-=AAAGGCATGAG-CCCATCATCCCAGCACCCGATTG-~TCAATACTTGTTCACGGGTCGTTCTARAGTGTG
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Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node

Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis chiangd
Acilepis diverge
Acilepis diverge
Acilepis kingii
Acilepis namnaoe
Acilepis ngaoens
Acilepis peguens
Acilepis pseudos
Acilepis saligna
Acilepis silhete
Acilepis sutepen
Acilepis sutepen
Camchaya gracili
Camchaya loloana
Camchaya loloana
Camchaya mukdaha
Camchaya mukdaha
Camchaya pentago
Camchaya spl
Camchaya spinuli
Camchaya spinuli
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis
Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

--ACAGGCACAAGGCCGCTTCACCAAACCCGAGATTT--TCAGTACGTGTTCGCGGTTCGATTTGATTTGTG
--ACAGGCACAAGGCCGCTTCACCAAACCCGAGATTT-~-TCAGTACGTGTTCGCGGTTCGATTTGATTTGTG
--ACAAGCATGAG-CCTATTTCTTCAACCCTAGATTG--TCGGTACATGTTCACAGGTCATTTAGAAGAATG
--ACAGGTATGAG-CCTATTTCTTCAACCCTAGATTG--TGAGTACATGTTCACAGGTCATTTTGAAGTATG
--ACAGGCATGAA-CCTGTTTCTTCAACCCTAGATTG--TCAGTACGTGTTCACAGGTCATTTTGAAGTATG
--ACAGGCATGAA-CCTGTTTCTTCAACCCTAGATTG--TCAGTACGTGTTCACAGGTCATTTTGAAGTATG
--ACAAGCATGAC-CTTGAGCCCTTAACG-CCGATTG--TTAGTAAATATTCACAGGTCATTCTAARATGCG
- -ACAAGCATGAC-CTTGAGCCCTTAACG-CCGATTG--TTAGTAAATATTCACAGGTCATTCTAARRATGCG
--ACATGACTAGG-CACGACCCCCTAACACCTGATCA--TCAATACAAGTTCACATGTCGTTTTAAG-TGCA

(continued) :
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GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
TCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GEATTCTACAS == ==rrsoer—s et oSt r s mm o mse s
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAA--CCTGT
GCA-TCTACAA-TGAT---CTTTCGCAG-TTCAACTACGAA---CTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAATTGATCCCCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACATTTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACATTTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACATTTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACA~-TTGACRA-TETC-~CeTmrm—rr— ~— e ===mmnar g ===
ACATTTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT

ACATTTGACAA-TGAT-~-CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACATCTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGA
ACATCTGACAA-TGAT--CCTTCCGCAGCTTCACCTACGGAAACCTTGT
ACA-TTGRACAA-TGTC-——Fommsssmate e nna oo o s Sm e ==
ACGTTCGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACGTTCGACAAATGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
TTAATCGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
TTAATCGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT

———--TCGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGARACCTTGT
----TCGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAARACCTTGT
~---TCGACAA--GAT--CCTTCCGCAGGTTCACCTACGGARACCTTGT
———-TCGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGARACCTTGT
TTAATCGACRA-TER~~=—r=rF-oossncaamenc oo esmmamnm=——
ACATTTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GCATTCTACAR-TGAT—=CC—————=—mmr=ram—oe—Caaamses ===
GTGCTCGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACTTTTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGARACCTTGT
GC----GACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
GC----GACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACGTTTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAARACCTTGT
ACGTTTGACAATTGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACGTTTGACAT---ATGTCCTTCCGCAG-TTCAC-TACGGGAAACTTGT
ACGTTTGACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT
ACGGTCGACAATTGAT--CCTTCCGCAGGTTCACCTAC--=~===~=—=
ACG-TCGACAA-TGTC---————-=======mcco————==========
GCATTCTACAA-TGAT--CCTTCCGCAGGTTCACCTACGGAAACCTTGT



Input data matrix:

Taxon/Node

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node
Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis chiangd
Acilepis diverge
Acilepis diverge
Acilepis kingii
Acilepis namnaoe
Acilepis ngaoens
Acilepis peguens
Acilepis pseudos
Acilepis saligna
Acilepis silhete
Acilepis sutepen
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2. ndhF set

777777777777777777777777777777888888888888888888888888888838888886888888
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CTTATATTGATTCTATTTACTTTGTTTCGTTGGATTCTTAGGAAATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTA-TCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
GATCTTAGG--ATTCCTTT-
GATTCTTAGG--ATTCCTTT-
-G-TTCGTTGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
CTTTG-TTCGTTGGATTCTTAAGGAATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT~
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT~
TACTATGCTATTCCCAAAACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
GGATTCTTAGG--ATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTTGTTGGATTCTTAGG-AATTCCTTT-
GATTCAATTTAC-TTG-TTTGTTGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTTGTTGGATTCTTAGG-AATTCCTTT -
TTG-TTTGTTGGATTCTTAGG-AATTCCTTT-
CGATGCACTTTG-TTTGTTGGATTCTTAGG-AATTCCTTT-
GCATTCT--GG-GATTCCTTT-
GGATTCTTAGG-AATTCCTTTC
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTTGT TGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTTGT TGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTTGT TGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTTGT TGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACT TATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGT TGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
--CTATGCTATTCCCAATACAAATATTGATTCTATATACTTTG-TTCGTGGGATTCTTAGG-AATTCCTTT -
ACTTATATTGATTCTATTTACTKTG-TTCGTTGGATTCTTAGG-AATTCCTTT-
CTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT~
—-=-TATGCTATTCCCAATACT-ATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGT TGGATTCTTAGG-AATTCCTTT~
TCTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT-
GGATC----GGAGATTCGTTT-
GATTCTATTTACTTTGTTTCGTTGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTCGT TGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAATACTTATATTGATTCTATTTACTTTG-TTGGTTGGATTCTTAGG-AATTCCTTT-
ATTCATAGG-AGTTCCTTT-
TACTATGCTATTTCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTTCCAATACTTATATTGATTCTATTTACTTTG-TTCGT TGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTTCCAATACTAATATTGATTCTATTTACTTTG-TTCGTTGGATTCTTAGG-AATTCCTTT-
TACTATGCTATTCCCAAAACTTATATTGATTCTATTTACTTTG-TTCGT TGGATTCTTAGG-AATTCCTTT -
TACTATGCTATTTCCAATACTTATATTGATTCTATTTACTTTG-TTCGT TGGATTCTTAGG-AATTCCTTT-
-~ACTATGCTA-TCCCAATACTTATATTGATTCTATTTACTTTG-TTCGTTGGAT TCTTAGG-AATTCCTTT-

(continued) :

888888888888888888888888888888888888888888888888888888888899999999999999
444444445555555555666666666677777777778888888888999999999900000000001111
234567890123456789012345678901234567890123456789012345678901234567890123
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAARAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAARAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACA-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAARAATTC-
C-ATCACGACA-TGGAT-GTATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACA-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAARAATTC-
CAATCATGACG-TGGAT-ATATT-~-ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAARAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC
CAATCACGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC
CAATCATGACG-TGGAT-ATATT-~-ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC—
CAATCACGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAGAAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTCTTATAAATCTTTTACATAAARATTC-
C-ATCACGACA-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATARAAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCARATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
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CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
AAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCATC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGGG-ATATTARAACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAARATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATGAATCTTTTACATAAAAATTC~
C-ATCACAACG-TGGAT-ATATT--AACCARATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACGTTGGAT-ATATT-~AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT-~AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACA-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACA-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATCAATCTTTTACATAAAAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATCAATCTTTTACATAAAAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATCAATCTTTTACATAAAAATTC-
CAATCAAGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCAAGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--ATCCAAATGGTTAAACCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGATG-TGGAT-ATATT--ATCCAAATGGTTAAACCCGTT-TATAAATCTTTTACATAAAATCTC-
CAATCACGATG-TGGAT-ATATT--ATCCARATGGTTAAACCCGTC-TATAAATCTTTTACATAAAATCTC-
CAATCACGACG-TGGAT-ATATT--ATCCAAATGGTTAAACCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCATGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATCAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATARAAATTCA
CAATCACGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
C-GTCAGAAGA-TGGAT-ATATT--ATCCARACGGT TAACCCCGGC-TATARATCTTTTACATAAAAATTC-
CAATCACGACG-TGGATAATATT-AACCCARATGGT TAACCCCGTC-TATAAATCTTTTACATAAAAAATTC
CAATCACGACG-TGGAT-ATATT--ATCCAAATGGTTARACCCGTC-TATARATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--ATCCARATGGTTARACCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACA-TGGTA-TTATT--ATCCAAATGGTTAACCCCGTC-TATARATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATARAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCARATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
CAATCACGACA-TGGAT-ATATT--ATCCARATGGTTAACCCCGTC-TAGAAATCTTTTACATARAAATTC-
CAATCACGACG-TGGAT-ATATT--AACCARATGGTTAACCCCGTC-TATAAATCTTTTACATARAAATTC-
CAATCACGACG-TGGAT-ATATT--ATCCAAATGGTTAACCCCGTC-TATAAATCTTTTACATAAAAATTC-
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AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT~TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCACTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
ARACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAARGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTARAGATGCAGGTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTARAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
ARACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAAT TTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AARCAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCATTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCATTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAAT TTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATG----GATTGGTATGAAT TTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
ARACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTTAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCTCCTTT
AAACAATTTAATAGATTGATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCTGTTAGTATAGCCT-CTTT
AAACAATTTAATAGATTGATTGGTATGAATTTTGTAAAGATGCA-GTTTTTCTTGTTAGTATAGCCT-CTTT
AAACAATTTAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTARAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
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AAAAAATTCAATG----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTARAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTTAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTTAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
ARACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTARAGATGCA-GTTTTTTCAGTCAGTATAGCCT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AARACAATTCAATA----GATTGGTATGAAT TTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCTT-CTTT
AAACAATTCAATA----GATTGGTATGAATTTTGTAAAGATGCA-GTTTTTTCAGTCAGTATAGCCT-TTTT
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CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAARATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCT TTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAARACTT-GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATAAACCTCTTTATTCATCT TTTCAARACTT-GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATAAACCTCTTTATTCATCT TTTCAAAACT T-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCT TTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTTAGGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT -GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCT TTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCARAATTT-GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATAARACCTCTTTATTCATCTTTTCAAAACTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATARACCTCTTTATTCATCTTTTCAAAATTT -GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATATCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAAT TT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAARATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT -GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT -GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAAT TT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-AGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT~GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATARACCTCTTTATTCATCTTTTCAAAACTT -GGACTTAATTAATT
CGGAATATTTATAGCATTTTTCTTATATAAACCTCTTTATTCATCTTTTCAAAAT TT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTCTTATATARACCTCTTTATTCATCTTTTCAAAAT TT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTCTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATT T-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
TGGAATATTTATAGCATTTT--TTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTT--TTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATT T-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTCTTATATAAACCTCTTTATTCATCTTTTCAARATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAARATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAACTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAAT TT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT~GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAACT T-GGACTTAATTAATT
GGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
GGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAARATTT ~GGACTTAATTAATT
GGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT -GGACTTAATTAATT
CGGAATATTTATCGCATTTTTTTTATATAARACCTCTTTATTCATCTTTTCAAAATTT -GGACTTAATTAATT
GGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAATTT-GGACTTAATTAATT
CGGAATATTTATAGCATTTTTTTTATATAAACCTCTTTATTCATCTTTTCAAAAT TT~GGACTTAATTAATT
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Acilepis attenua
Acilepis attenua

CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA



244

attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya

CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATARAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATARAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATARAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATARAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATARAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATARAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATCAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATT?TTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAGAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAGAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAGAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAGAGAATTTTTTCTGACAAAATTAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAGAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTTTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATCTATGATTGGTCATATA
CATTTGTTAAAATGGGCCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATCTATGATTGGTCATATA
CATTTGTTAAAATGGGCCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATCTATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATCTATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAGAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTGAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGGATTTTTTCTGACAAAATAAAAAATGCTATCTATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGGATTTTTTCTGACAAAATAAAAAATGCTATCTATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGATAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGATAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGATAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGATAAAATAAAAAATGCTATATATGATTGGTCATATA
CATTTGTTAAAATGGGTCCTAAAAGAATTTTTTCTGACAAAATAAAAAATGCTATATATGATTGGTCATATA
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ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTTCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTGTCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAAAAAATTATCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTATCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTATCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTATCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTATCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTATCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTATCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTATCCGAATTTGCTC
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AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGARAATTATCCGAATTTGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGAAAATTATCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGARACATTCTTAACTGTGGGGATGAGARAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCCTTTTATGAAACATTTTTAACT GTGGGGATGAGAAAATTGGCCGAATTCGCTC
ATCGGGGTTACATAGATGCCTTTTATGAAACATTTTTCACTGTGGGGATGAGAARAATTGGCCGAATTCGCTC
ATCGGGGTTACATAGATGCCTTTTATGAAACATTTTTAACTGTGGGGATGAGAAAATTGGCCGAATTCGCTC
ATCGGGGTTACATAGATGCCTTTTATGGAACATTCTTTACTGTGGGGATGAGAAAATTGGCCGAATTCGCTC
ATCGGGGTTACATAGATGCCTTTTATGGAACATTCTTTACTGTGGGGATGAGAAAATTGGCCGAATTCGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACT GTGGGGATCAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAGACAT TCTTAAT TGTGGGGAT CAGARAATTGTCCGAATTTGCTT
ATCGGGGTTACATAGATGCTTTTTATGAGACATTCTTAAT TGTGGGGATCAAAAAATTGTCCGAATTTGCTT
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGGAT CAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCCTTTTATGAAACATTTTTAACTGTGGGGATGAGAAAATTGGCCGAATTCGCTC
AACGGGGTTACATAGATGCTTTTTATGAAACATTCTTCACTGTGGGCATCAGARAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTCGGGATGAGAARAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACAT TCTTAACTGGGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCT TAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCT TAACT GTGGGGATCAGAAAATTGTCTGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGAT CAGAAAATTGTCTGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAARATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTT TATGAAACAT TCTTAACTGTGGGGATGAGARAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAAACATTCTTAACTGTGGGGATGAGAARAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGARACATTCTTAACTGTGGGGATGAGAAAATTGTCCGAATTTGCTC
ATCGGGGTTACATAGATGCTTTTTATGAARACATTCTTAACTGTCGGGATGAGAARATTGTCCGAATTTGCTC
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ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTGTTAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAGT TCCARATGGGGTTGGTCTTAGGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAAT TCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGT TTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAAT TGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTTATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGT TTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAAT TCCARATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCARAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGT TTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAAT TGATGCAAT TCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAARATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCARATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGGAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGT TGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCARATGGGGTTGGTCTTATGAGTTTCTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGT TGGTCTTATGAGTTTCTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGT TTCT TTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCARATGGAGT TGGTCTTATGAGTTTCTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGAGT TGGTCTTATGAGTTTCTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGAGTTGGTCTTATTAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGATGAATAATTGATGCAATTCCAAATGGAGTTGGTCTTATGAGT TTTTTTG-TAGCAGAG
ATTTTTTTGATAGATGAATAATTGATGCAATTCCARATGGAGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGAGTTGGTCTTATTAGTTTTTTTG~-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTCTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGT TGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCGATTCCAAATGGGGTTGGTCTTATGAGT TTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGAGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGAGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTC-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
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Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node
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Acilepis
Acilepis
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Cyanthillium cin
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Distephanus poly
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Elephantopus sca
Elephantopus sca
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Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
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Input data matrix

Taxon/Node

attenua
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attenua
chiangd
diverge
diverge
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namnaoe
ngaoens
peguens
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Acilepis

ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGT TTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCAAATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
ATTTTTTTGATAGACGAATAATTGATGCAATTCCARATGGGGTTGGTCTTATGAGTTTTTTTG-TAGCAGAG
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GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTATTTTTTCTTATGTATCAA--T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA-—T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA—TT
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA--T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA-—T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA——T
GATATT-AAATCGGTAGGGGGTGGCCGTAAATCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA-TTTTTCTTATGTATCAA—-T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATTAAAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA-TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA--T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTCTTCTTTTA—TTTTTCTTATGTATCAA-—T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA-TTTTTCTTATGTATCAA-—T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA—TTTTTCTTATGTATCAA-—T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA—TTTTTCTTATGTATCAA-—T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA—TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA-TTTTTCTTATGTATCAA-—T
GTTATA—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA—TTTTTCTTATGTATC ==T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA-TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA—TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA-TTTTTCTTATGTATCAA—-T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA—TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA-TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGGCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCCA——T
GTTATT—AAATCGGTAGGGGGTGGGCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCCA-—T
GTTATT—AAATCGGTAGGGGGTGGGCGTATTTCTTCTTATCTGTTCTTTTA-TTTTTCTTATGTATCCA--T
GTTATT-AAATCGGTAGGGGGTGGGCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGGCGTATTTCTTCTTATCTGTTCTTTTA-TTTTTCTTATGTATCAA-—T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA-—T
GTTATT—AAATCAGTAGGGGGTGGCCGTATTTCTTCTTATTAGTTCTTTTA-TTTTTCTTATGTATCAATTT
GTTATT—AAATCAGTAGGGGGTGGCCGTATTTCTTCTTATTAGTTCTTTTA—TTTTTCTTATGTATCAATTT
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATC ==
GTTATT—AAATCGGTAGGGGGTGGGCGTATTTCTTCTTATCTGTTCTTTTA~TTTTTCTTATGTATCCA-—T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTACCTGTTCTTTTA—TTTTTCTTATGTATCAA—TT
ATTATT-AAATCGGTAGGGGGTGGACGTATTTCTTCTTATCTCTTCTTTTA-TTTTTCTTATGTATCAA—-T
GTTATT-AAATCGGTGGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA-TTTTTCTTATGTATCAA--T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA-TTTTTCTTATGTATCAA—-T
GTTGTT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA-TTTTTCTTATGTATCCA——T
GTTGTT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCCA*—T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTAGGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA——T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA-—T
GTTATT—AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATT-AAATCGGTAGGGGGTGGCCGTATTTCTTCTTATCTGTTCTTTTA—TTTTTCTTATGTATCAA—-T
GTTATT-AAATCGGTAGGGGGTGGACGTATTTCTTCTTATCTCTTCTTTTA-TTTTTCTTATGTATCAA--T

(continued) :

11111l1l11lll111111111111111111111111111111111111111111111111111111111ll
333333333333333333333333333333333333333333333333333333444444444444444444
444455555555556666666666777777777788888888889999999999000000000011111111
678901234567890123456789012345678901234567890123456789012345678901234567
TITTETAT AR ———nemm———=,

TTTTTTATTAATTT---
TTTTTTATTAATTT===
TTTTITATTAATTT-—==s=====——=,
TTTTTTATTAATTTACTACTTTACTTTACTACTTTTTTAATCTT -~
TTTTTTATTAATTTACTACTTTAATTTACTACTTTTTTAATCTT-~-===
TTTTTTATTAATTTACTACTTTAATTTACTACTTTTTTAATCTT-~—==~=—=

TTTTTTATTAATTT---—--==-===-== ACTACTTTTTTAATCTT
TTTTTTATTAATTT-----~ --ACTACTTTTTTAATCTT
TTTTTTATTAATTT-~ ~-ACTACTTTTTTAATCTT------
TTTTTTATTAATT - ———===—===—= ACTACTTTTTTAATCTT------



Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
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pseudos TTTTTTATTAATTT
saligna TTTTTTATTAATTT
silhete TTTTTTATTAATTTACTACTTTAATTTACTACTTTTTTAATCTT
sutepen TTTTTTATTAATTT
sutepen TTTTTTATTAATTT
gracili TTTTTTATTAATTT

Camchaya loloana TTTTTTATTAATTT

Camchaya loloana TTTTTTATTAATTT----

Camchaya mukdaha TTTTTTATTAATTT----=--=-———=- ACTACTTTTGTAATCTT

Camchaya mukdaha TTTTTTATTAATTT-----———-———-— ACTACTTTTGTAATCTT

Camchaya pentago TTTTTTATTAATTT ====ACTACTTTTGTAATCTT

Camchaya spl TTTTTTATTAATTT ACTACTTTTGTAATCTT

Camchaya spinuli TTTTTTATTAATTT ACTACTTTTGTAATCTT

Camchaya spinuli TTTTTTATTAATTT-- ACTACTTTTGTAATCTT

Camchaya spinuli TTTTTTATTAATTT-- ACTACTTTTGTAATCTT

Camchaya tenuifl TTTTTTATTAATTT ACTACTTTTGTAATCTT

Cyanthillium cin TTTTTTATTAATTTACTACTTTAATTTACTACTTTTTTAATCTTAATCTTTG-— ===~AATCTT--
Cyanthillium hoo TTTTTTATTAATTTACTACTTTAATTTACTACTTTTTTAATCTT =~ - —— === m oo mmmmm e e
Decaneuropsis cu TTTTTTATTTATTT-----=-=-—==-ACTACTTTTTGAATCTT === TG—====m———== AATCTT--
Decaneuropsis eb TTTTTTATTTATTT-----=-=--=-==-ACTACTTTTTGAATCTT~~———— TG~ - -
Decaneuropsis ga TTTTTTATTTATTT--------==-==-ACTACTTTTTGAATCTT~-—— PGB e s

Distephanus mada TTTTTTATTAATTT----===-------ACTACTTTTTTAATCTT -~ TG-~=—————==es AATTTT--
Distephanus poly TTTTTTATTAATTT------=-———-—=
Elephantopus mol TTTTTTATTAATTT------—-—===-
Elephantopus sca TTTTTTATTAATTT-----=--—===--—
Elephantopus sca TTTTTTATTAATTT----—~=-=-———=-

Elephantopus pen TTTTTTATTAATTT
Gymnanthemum Cyl TTTTTTATTTATTT

AATCTTTA

Iodocephalopsis TTTTTTATTAATTT --TAATCTTTAAATTTAATCTT--

Koyamasia calcar TTTTTTATTAATTT
Kurziella gymnoc TTTTTTATTAATTTACTACTTTAATTTACTACTTTTTTAATCTT

Monosis volkamer TTTTTTATTAATTT--===-===—==—— ACTACTTTTTTAATCTT
Pseudelephantopu TTTTTTATTAATTT--===—=————=- ACTACTTTTTTAATCTT
Pseudelephantopu TTTTTTATTAATTT--=====--=———— ACTACTTTTTTAATCTT
Strobocalyx arbo TTTTTTATTAATTTACTACTTTAATTCACTACTTTTTTAATCTT
Strobocalyx sola TTTTTTATTAATTT----==--=-——=- ACTACTTTTTTAATCTT
Tarlmounia ellip TTTTTTATTAATTT----==-=-—-——— ACTACTTTTTTAATCTT
Tarlmounia ellip TTTTTTATTAATTT-------—————— ACTACTTTTTTAATCTT
Vernonia montana TTTTTTATTAATTTACTACTTTAATTTACTACTTTTTTAATCTTAATCTTTG
Vernonia montana TTTTTTATTAATTT---======-—-=—— ACTACTTTTTTAATCTT------ TG
Vernonia curtisi TTTTTTATTAATTT----==-=====—— ACTACTTTTTTCATTTT------ TG

Input data matrix (continued):

1111111111111111111111111111122121111123111111111212111111222221111111111
444444444444444444444444444444444444444444444444444444444444444444444444
112222222222333333333344444444445555555555666666666677777777778888888888

Taxon/Node 890123456789012345678901234567890123456789012345678901234567890123456789

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya

Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili -AATCTTTAATTTTT----CTTTAATCTTATTTCTTT

loloana AATCTTTAATCTTT----CTTTAATCTTTTTAATCTTTCTTTAATCTTTTTAAT
loloana AATCTTTAATCTTT----CTTTAATCTTT

mukdaha ~AATCTTTAATCTTT---~CTTTAATCTTTTAACTTTAATCTTTCTTTAATC-~-
mukdaha
pentago
spl
spinuli
spinuli
spinuli
tenuifl
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Elephantopus
Elephantopus
Elephantopus
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

-AATC-
AATATTTAATCTTTGAATCTTTAATATTTAATCTTTGAATCTTTAATATTTAAT

(continued) :

11111111111121111111121121111111211111111121111111111111112111111111111111
444444444455555555555555555555555555555555555555555555555555555555555555
999999999900000000001111111111222222222233333333334444444444555555555566
012345678901234567890123456789012345678901234567890123456789012345678901

(continued) :

1111111111111111211111111211111111211111211111111111112111111111111111111111
555555555555555555555555555555555555556666666666666666666666666666666666



Taxon/Node

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Input data matrix

Taxon/Node

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii

namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
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666666667777777777888888888899999999990000000000111111111122222222223333
234567890123456789012345678901234567890123456789012345678901234567890123
TTTCAT-GAAAARAATGTGACCAATTATCCCAACCAACAAAAC-TACT - TGTTACAAATAGCA-~ACTCG--
TTTCAT-GAAAARAATGTGACCAATTAT -CCAACCAACAAAAC-TACT-TGTTACAAATAGCATCTCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAAT TAT-CCAACCAACAAAAC-TACT-TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAA -~ == === === mmmmmmmm o
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAACC-TACT -TGTTACAAATAACA--TCTTGCT
TTTCATGGAAAAAAATGTGACCAAT TAT-CCAACCAACAAAAC-TACT-TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAARATGTGACCAATTATCCCCCCC--CAARAC-TACTCTGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAARAAATGTGACCAATTAT -CCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT - TGT TACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT-TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAARAAAATGTGACCAAT TAT -CCAACCAACAAAAC-TACT - TGTTACAAATAGCA-~TCT-GCT
TTTCAT-GAAAAAAATGTGACCAAT TAT-CCAACCAACAAAAC-TACT-TGTTACAAATAGCA--TCTTGCT
TTTCAT-GARRAAAATGTGACCAAT TAT-CCAACCAACAAAAC-TACT-TGTTACAAATAGCA--TCTTGCT
TTTCAT-GARAAARATGTG-CCAATTAT-CCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TCT----GARAAARATGTGACCAAT TAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCATGAAAAAARATGTGACCAATTAT -CCAACCAACAAAAC-TACT-TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAARAAATGTGACCAATTATCCCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAARAAAATGTGACCAATTAT -CCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-TCCACCAACAAAACT TACTTTGT TACAAATAGCA--TCTTGCT
T T A A~ = = = = = = e e e e e e
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT - TGTTACAAATA~ ———————————
TTTCAT-GAAAARARATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAARAAARATGTGACCAAT TATCCCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAARAAAATGTGACCAATTAT -CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT~GAAARAARTGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA-~TCTTGCT
TTTCAT-GAAARAAATGTGACCAAT TAT-CCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TTTCATGAAAARAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAATAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAATAAAATGTGACCAAT TAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAATAARAATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAATAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT-TGTTACAMATAGCA--TCTTGCT
TTTCAT-GAATAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GARAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATTGCA--TCTTGCT
TTTCAT-GAARAAAATGTGACCAATTAT -CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAACAAAATGTGACCAATTAT -CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAATAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAARATGTGACCAATTAT -CCAACCAACAAAAC-TACT - TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GARAAARRATGTGACCGGTTAT-TCAACCAACAAGAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAARATGTGACCAATTAT-CCAACCAACAARAAC-TACT-TGTTACAAATAGCA--TCTT-CT
TTTCAT-GAAAAARAATGTGACCAATTAT-CCAACCAACAARAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT -CCAACCAACAAAAC-TACT-TGTTACAAATAGCA--TCTTGCT
——————— GAATAAAAC--—-==========CCATCCA---—========—TGT === === —mmmmm o mm e e
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT-TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAARAATGTGACCAATTAT -CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GARAAAAATGTGACCAATTAT -CCAACCAACAARAAC-TACT-TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAARATGTGACCAATTAT -CCAACCAACAAAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACARAAC-TACT -TGTTACAAATAGCA--TCTTGCT
TTTCAT-GAAAAAAATGTGACCAATTAT-CCAACCAACAAAAC-TACT-TGTTACARATAGCA--TCTTGCT

(continued) :

1111113111111139207311717113991319111
666666666666666666666666666666666666
333333444444444455555555556666666666
456789012345678901234567890123456789

GTTGCATCGAAACAT-AAAATG-TTGACTAA-~---~-
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTA---~-~
GTTGCATCGAAACATCAAAATG-TTGACTAATCTCC
GTTGCATCGAAACATCARAATG-TTGACTAATCTCG
GTTGCATCGTAACAGAAAATTG-TTGACTAACCTCG
GTTGCATCGAAACAT-AAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAARATG-TTGACTAATCTCG
GTTGCATCGAAACAT-AAAATG-TTGACTAATCTCG
G-TGCATCGAA-=-========= = —-m e e e oo
GTTGCATCGAAACATCAARATG-TTGACTAATCTCG
GGTGCATCGAAACATAAARAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAARAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATGTTTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAARAATG-TTGACTAATCTCG
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Camchaya mukdaha
Camchaya pentago
Camchaya spl
Camchaya spinuli
Camchaya spinuli
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis
Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

GTTGCATCGAAACAT-AAAATG-TTGACTAATC---

GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATCAAAATG-TTGACTAATCTCG
GTTGCATCGAAACAT-CAAATG-TTGACTAATCTCG
GTTGTATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGTATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGTATCGAAACATAAAAATG-TTGACTAATCTC-
GTTGCATCG
GTTGCATCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
ATTGCGTCGAAAAA-AAAAATC-TTGAGTAATCC--
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGTATCGAAACATCAAAATG-TTGACTAATCTC-

GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATCAAAATG-TTGACTAATCTCG

GTTGCATCG-AACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACT-------
GTTGCTTCGAAACATCAAAT---GTGACTAACCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG
GTTGCATCGAAACATAAAAATG-TTGACTAATCTCG



Input data matrix:

Taxon/Node

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Input data matrix

Taxon/Node

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii

namnaoe
ngaoens
peguens
pseudos
saligna
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3. trnL-F set

1111111111111111111111111111111111112222111111111111111111112122111111111
666666666666666666666666666666777777777777777777777777777777717777777777
777777777788888888889999999999000000000011111111112222222222333333333344
012345678901234567890123456789012345678901234567890123456789012345678901

ACTTACTAAGT-GAT-ACTT--TC---AAATTCAG-A
~-CCGCTATTGATGAGGCTTGTT~~-~~-ATGGA---ACTTACTAAGT-GATAACTT--TC---ARATTCAG-A
GGATTGAGCCTTGGT - ---ATGGAA--ACTTACTAAGT-GATAACTT-~TC--AAAATTCAG-A
TTATGGATGAGCCT-GGT-~-~-ATGGA-~--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
TAATTGATGAGCTGT -~ -~-ATGAA~~-ACTTACTAAGT -GATAACTT-~TC~---AAATTCAG-A
~=TTAATTGGATTGAGCCTTGGT -~~~-ATGGAA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
TATTGATTGAGCCTTGGT -~-~-AGGGGA--ACTTACTAAGT -GATAACTT~-TC-~~-AAATTCAG-A
-=TCGACTATGATGAGCCT~GGT~~-~~-ATGGA---ACTTACTAAGT-GATAACTT-~TC-~---AATTCAG-A
--CGACTATGGATGAGCCTTGGT-~~~-ATGGGA~~-ACTTACTAAGT -GATAACTT--TC---AAATTCAG-A
-=TTA-TTGGATTGAGCCTTGGG-~--~TATGGA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
—=-TTATTGGATTGAGCCTTGGT~~-~~-AGGGGA~~-ACTTACTAAGT-GATAACTT--TC-~--AAATTCAG-A
GG--ACTTACTAAGTAGGTAACTTAGTC---AAATTCAGAA
==TTAATTGGATTGAGCCTTGGT ~~~-ATGGAA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
--CCGATTATGATGAGCCT GTAGGA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
==--TTATTGATTGGGCCTTGGT~~-~~-ATGGGA--ACTTACTAAGT-GATAACTT--TC-~-AAATTCAG-A
~=TTAATTGGATTGAGCCTTGGT ~~-~-ATGGGA-~-ACTTACTAAGT-GATAACTT--TC~~-AARATTCAG-A
-=GATATTGGATTGAGCCCTTGTT~~-~-AGGGGA--ACTTACTAAGT-GATAACTT~-TC---AAATTCAG-A
-=TTAATTGGATTGAGCCTTGGT ---~ATGGAA--ACTTACTAAGT -GATAACTT--TC~---AAATTCAG-A
-=TTAATTGGATTGAGCCTTGGT-~~-~-ATGGAA-~-ACTTACTAAGT -GATAACTT~--TC---AAATTCAG-A
---GGGA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
GGATTGAGCCTTGGT-~-~-ATGGAA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
-=CTTATTGGATTGAGCCTTGGT -~~~ATGGAA--ACTTACTAAGT-GAT-ACTT--TC---CAATTCAG-A
-=TTAATTGGATTGAGCCTTGGT -~ ~~ATGGGA--ACTTACTAAGT-GATAACTT~~-TC-~-~-AAATTCAG-A
--CCGACTATGATGAGCCT GTATGA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
-=GTCGCTATGATGAGCCTTGGT -~~--ATGGAA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
=-ATTATTGGATTGAGCCTTGGT - -~--AGGGG---ACTTACTAAGT -GATAACTT--TC---AAATTCAG-A
==--CTATTGGATGAGCCT-GGT--~--ATGGG~~-~ACTTACTAAGT -GATAACTT--TC-~-AAATTCAG-A
-=TTAATTGGATTGAGCCT-GGT ----AGGGGG--ACTTACTAAGT-GATAACTT~-TC---AAATTCAG-A
—=ATTATTGGATTGAGCCTTGGT-~-~-ATGGA---ACTTACTAAGT-GATAACTT-~TC---AAATTCAG-A
—=TTAATTGGATTGGGCCTTGAT -~---ATGGAA--ACTTACTAAGT -GAAAACTT--TC---AAATTCAG-A
CTACGT-GATGACTT--TC----AATTAGG-A
ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
----------------------------------- ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
—=-CCCGATATGATGAGCTTTGCT -~~--TTGAAAGGACTTACTAAGT-GATAACTT--TC--~AAATTCAG-A
-=GGGATATGGATGAGCCTTGGT -~~--ATGGAA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
TATTGATTGAGCCTTGGT ----AGGGGA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
-=TTAATTGGATTGAGCCCTGGT ----AGGGA---ACTTACTAAGT -GATAACTT--TC~---AAATTCAG-A
—==TTAAATGGATTGGGCCTTGGT--~--ATGGAA--ACTTACTAAGT -GATAACTT--TC-~-~-AAATTCAG-A
GGA--ACTTACTAAGT-GATAACTT--TCAAAAAATTCAG-A
--TTAATTGGATTGAGCCTTGGT --~~-ATGGAA--ACTTACTAAGT-GATAACTT--TA---AARATTCAG-G
====TTATTGGATGAGCCTTGGT --~~-ATGGA--~-ACTTACTAAGT-GATACTTT
—==-TTATGGATTGGG-CTTGGTATGAAAAGA-~-ACTTACTAAGT -GATAACTT--TC-~--AAATTCAG-A
TGAGCCTTGGCTTGAAAGGGA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
-=TTAATTGGATTGAGCCTTGGT---~-ATGGAA~--ACTTACTAAGT -GATAACTT--TC~~--AAATTCAG-A

--CCGATATTGATGAGCCTTGGT ~-~~-TAGGGA--ACTTACTAAGT -GATAACTT--TC-~--AAATTCAG-A
--TTAATTGGATTGAGCCTTGGT - -~ -AGGGAA--ACTTACTAAGT-GATAACTT-~-TC---AAATTCAG-A
GCGGATATTGATGTGG--CTTGT-~-~AAGGA---ACTTACTAAGT -GATAACTT-~TC-~--AAATTCAG-A
--GATATTGGATTGAGCCTTGGT --~-AGGG----ACTTACTAAGT-GATAACTT--TC~--~-AAATTCAG-A
-=—-TTATTGATTGAGCCTTGGT -~~--AGGGAA--ACTTACTAAGT-GATAACTT--TC---AAATTCAG-A
—=GACTATTGATTGAGCCTTGGT -~ ~--ATGGA---ACTTACTAAGT -GATAACTT-~-TA---AAATTCAG-G

(continued) :
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GAAR-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCARATCACGT TTT-CCGAARAACAAA--CARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAARACAAA~-CAAAG
GAAATCCCTGGAATTAATGARAAATGGGGCAATCCTGAGCCAAATCACGTTTT-CCGAARAACARA-CCARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAARACAAA--CARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA-~-CARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA-~-CARAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGT TTT~-CCGAARACAAA-~-CARAG
GAAA-CCCTGGAATTAAT-AAARAT -GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA--CARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGT TTT-CCGAAAACAAA-~-CARAG
GAAA-CCCTGGAATTAAT-AARRAT -GGGCAATCCTGAGCCARATCACGT TTT-CCGAARACAAA--CARAG
GARA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGT TTT-CCGAAAACAAA--CAAAG
GAAA~-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACARAA--CAAAG
GARA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCARATCACGTTTT-CCGAAAACAAA--CAAAG
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silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl

spinuli
spinuli

Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca

GAAA-CCCTGGAATTAAT-ARAAAT -GGGCAATCCTGAGCCARATCACGTTTT-CCGAARAC. --CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT -GGGCAATCCTGAGCCARATCACGTTTTCCCGAARACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGARAACAAA--CARAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCARATCACGTTTT-CCGARAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAARTCACGTTTT-CCGAAAACRAA--CARAG
GAAA-CCCTGGAATTAAT-AAARAT-GGGCAATCCTGAGCCARATCACGTTTT-CCGAAAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAARACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCARATCACGTTTT-CCGAAAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAARAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA--CAAAG
GAAA-CCCTGGAATTAATAAAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAR--CAAAG
GAAA-CCCTGGAATTAAT-AAARAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAARCAAR--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGARAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT -GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT -GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AARAAAT -GGGCAATCCTGAGCCAARATCACGTTTT-CCGAAAACARA-~-~~= G
GAAA-CCCTGGAATTAAT-AAAAAT -GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA-~—~—~ G
GAAA-CCCTGGAATTAAT-AAAAAT -GGGCAATCCTGAGCCARATCACGTTTT-CCGAAAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAARACAAA--CAAAG
GAAA-CCCTGGAAGTAAT-AAAAAT-GGGGAATCCTGAGCCAAATCACGT TTT-CCGARAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGT TTT-CCGAAAACAAR--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGARAACRAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGARAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCARATCACGT TTT-CCGARAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGARAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGT TTT-CCGAAAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAR--CARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGT TTT-CCGARAARACARACAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCARATCACGTTTT-CCGAAAACAAA--CAAAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCARATCATGTTTT-CCGAAAACARA--CARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCARATCACGTTTT-CCGAARACARA--CARAG
GAAA-CCCTGGAATTAAG-AAAAAT-GGGCAATCCTGAGCCAAARTCACGTTTT-CCGAAARCAARACCAAAG
GAAA-CCCTGGAATTAAGAAAAAAT-GGGCAATCCTGAGCCAAATCACGT TTT-CCGAARACARR-CAAAAG
GAAA-CCCTGGAATTAAT-AAAAAG-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACARA--CARAG
GAAA-CCCTGGAATTAAT-AAARAT-GGGCAATCCTGAGCCARATCACGTTTT-CCGAAARCARAACCARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGT TTT-CCGAAAACARA--CARAG
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA-~-CARAG
GAAA-CCCTGGAATTAAT-ARAAAT -GGGCAATCCTGAGCCARATCACGTTTT-CCGARAACARA-———~~ G
GAAA-CCCTGGAATTAAT-AAAAAT-GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACARA- -~~~ G
GAAA-CCCTGGAATTAAT—AAAAAT—GGGCAATCCTGAGCCAAATCACGTTTT-CCGAAAACAAA-—CAAAG

(continued) :
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~AATAARAAA-GGATAGGTGCAGAGACTCGATGGAAGCTGGGTTCTA
AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
—~AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
-AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT --GTTCTA
AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
AATAAAAAAAGGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
----AATAAAARAGGGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAARGCT --GTTCTA
-——-AATAAARAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
-—--AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
-—--AATAAAAAAGGGATAGGTGCAGAGACTCGATGGAAGCT-~GTTCTA
-—-—-AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
—--—AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT --GTTCTA

GTTCAG-AAAGCGAA--
GTTCAG-ARAGCGAA-----
GTTCAG-ARAGCGAA----~
GTTCAG-AAAGCGAA--
GTTCAG-AAAGCGAA--

GTTCAG-AAAGCGAA--—======-- AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA---—==-==--- AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA-===—====== AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT --GTTCTA
GTTCAG-AAAGCGAA---—======= AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA-=========-, AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-ARAGCGAA--—======== AAAGAAAAAAGGATAGGTGCAGAGACTCGATGGAAGCT -~GTTCTA
GTTCAG-ARAGCGAA---===—===== AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA-- AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT --GTTCTA
GTTCAG-AAAGCGAA---=======~ AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT --GTTCTA
GTTCAG-AAAGCGAA--========= AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT --GTTCTA
GTTCAG-AAAGCGAA-- --AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-ARAGCGAA--—======== AAGAAAAA--GGATAGGTGCAGAGACTCGATGGAAGCT --GTTCTA
GTTCAG-AAAGCGAA--——======", AATCAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA

--AATAAAARAGGGATAGGTGCAGAGACTCGATGGAAGCT-~GTTCTA
ATAAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
AATCAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA--- ——-AATCAARAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-ARAGCGAA--———====== AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAAAAGAAAAAAAGAAGAAAAAAGGGATAGGTGCAGAGACTCGATGGAAGCT—-GTTCTA




Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi
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GTTCAG-AAAGCGAA---=-=~====~ AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA-=-=-==———==~ AAGAAAARA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA-==-==-——=== AATARAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAGAAAAGCGAA===-——=====~, AAGARAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA-==-=-~-==-—= AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCAAA-~-=-~==—==~ AATCARARA-GGATAGGTGCAGAGACTCGATGGAAGCT --GTTCTA
GTTCAG-AAAGCGAA-~~-=~=====~, AATARARAA-GGATAGGTGCAGAGACTCGATGGAAGCT-~-GTTCTA

----- AAGARAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
----- AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
————— AAGARARAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
————— AAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT-~-GTTCTA
----- ARAGAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
----- AAGAAAARAGGGATAGGTGCAGAGACTCGATGGAAGCT-~-GTTCTA
—--AAGAARAAAGGGATAGGT GCAGAGACTCGATGGAAGCT--GTTCTA
—-AAGARARARGGGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
GTTCAG-AAAGCGAA--===-~=~== AATAAAAAA-GGATAGGTGCAGAGACTCGATGGAAGCT--GTTCTA
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111111111111111111111111112122111112121111111111111111112212111111111111
888888688888889999999999999999999999999999999999999999999999999999999999
888899999999990000000000111111111122222222223333333333444444444455555555
678901234567890123456789012345678901234567890123456789012345678901234567

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node

ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGGAAAAAACT TCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGGAAGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGARACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AARAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG-~-AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATCCTTCTATCGARACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATCCTTCTATCGAAACTTGAG-AARAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AARAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATTCTTCTATCGAAACT TCAG-AAAAGATGAAGG
ACGAGTGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-ARAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
ACGAGTGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATTCTTCTATCGAAACTTCAG-A-——-—— GAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATCCTTCTATCGAARACTTGAG-ARAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTAC----~- TAGAGA=~~=r==rm—m= TCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--CATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--CATCCTTCTATCGARACT TCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATCCTTCTATCGAAACT TCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGT TATTAGAGG--AATCCTTCTATCGAAACT TCAGAAAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACT TCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTCAG-AAAAGATGAAGG
ACGAATGG-AGTTGATTGTCTTACGTTATTAGAGG--AATCCTTCTATCGAAACTTGAG-AAAAGATGAAGG
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attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
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Vernonia montana
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attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii

namnaoe
ngaoens
peguens
pseudos
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sutepen
sutepen
gracili
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loloana
mukdaha
mukdaha
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Acilepis
Acilepis
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Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya

-ATAAA-CCTGTATACATAATACCGAACTGGAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
~ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAR-GAATCGAA
~ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
-ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
~ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
~ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
~ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
-ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
~ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
-ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
-ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAARA-GAATCGAA
-ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
-ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
-ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
-ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
~ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARR-GAATCGAA
~ATAAA-CCTGTATACATAATACTGAA---GAAGTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
~ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
-ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
_ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
—ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
—ATAAA-CCTGTATACATAATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGARGAAA-GAATCGAA
—ATAAACCCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACAGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACAGAA--~-GAATTGTTGTGAATCGATTCCATATTGARGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA--~-GAATTGTTGTGAATCGATTCCATATTGARGAAA-GAATCGAA
_ATAAA-CCTGTATACATAATACAGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACAGAA---GAATTGTTGTGAATCGAT TCCATATTGAAGARA-GAATCGAA
—ATAAA-CCTGTATACATCATACTGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
- ATAAA-CCTGTATACATAATACCGAA---GATTTGTTGTGAATCGATTCCATAT TGAAGARA-GARATCGAA
_ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
~ATAAA-CCTGTATACATAATACCGAA---GATTTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA—CCTGTATACATAATACAGAA—--GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
—ATAAA-CCTGTATACATAATACAGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
AATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAAGGAATCGAA
-ATAAA-CCTGT------- ATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GARTCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGAAA-GAATCGAA
—ATAAA-CCTGTATACATAATACCGAA---GAATTGTTGTGAATCGATTCCATATTGAAGARA-GAATCGAA
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TATTCATT~—====" GATCAAACCATTTCTTGCCACTCCTGAATCTGATTAGATCTTTTGAAGAACTGATTA
TATTCATT——c—=== GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT~~ —-GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT-- GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT-- GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT======= GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA

GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA—TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
CACTCCAGAATCTGA-TAGATCTTTTGAARGAACTGATTA
----- CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
————— CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
----- CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA

TATTCATT ~===m===
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Koyamasia calcar
Kurziella gymnoc
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attenua
attenua
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diverge
diverge
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TATTCATT-~===== GATCAAACCATT------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT-----== GATCAAACCATT---=--- CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT=-=-===~ GATCAAACCATT------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT-----=-= GATCAAACCATT------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT ~~==—r= GATCAAACCATT------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATC--~-===- GATCAAACCATT------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATC~==—=~~ GATCAAACCATT------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA

CACTCCATAATCTGA-TAGATCTTTTGAAGAACTGATTA
TATTCATT--===== GATCAAACCATT------ CACTCCATAATCTGA-TAGATCTTTTGAAGAACTGATTA
GACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
CACTCCATAATCTGA-TAGATCTTTTGAAGAACTGATTA

-CACTCCAGAATCAGA-TAGATCTTTTGAAGAACTGATTA
~CACTCCAGAATCTGA~-TAGATCTTTTGAAGAACTGATTA
-CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
-CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
------ CACTCCAGAATCTGA-TAGATCTTTTGAAGAACTGATTA
------ CACTCCAGAATCTTA-TAGATCTTTTGAAGAACTGATTA
------ GACTCCAGAATCTGA-TAGATCTTTTGAAGAACGGATTA
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ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGARATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGRATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTGATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGARATTTATAGTARGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATARAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGRATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACT CCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATARAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGARATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATACCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATACCGGCAACAATGARATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCACTCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATACCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGARATTTATAGTAAGAGG
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Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi
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ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTARGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTAAGAGG
ATCGGACGAGAATAAAGATAGAGTCCCGTTCTACATGTCAATCCCGGCAACAATGAAATTTATAGTARGAGG
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spl
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Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
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Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi
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Taxon/Node

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis

AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCARAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAARAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCTTTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCTTTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGAACATTTTGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCATGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTGGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATGTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATGTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCTTTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCTTTTGGCTCCCTAA
AAAATCCGTCGATTTCAAAAATCGTGAGGGTTCAAGTCCCTCTATCCCCAAAAAGACCATTTGGCTCCCTAA

(continued) :

222222222222222222222222222222222222222222222222222222222222222222222222
222222222222222222222222222222222222222222222222222222333333333333333333
444455555555556666666666777777777788888888889999999999000000000011111111
678901234567890123456789012345678901234567890123456789012345678901234567

TTATTTATCGTATCCTTTTTATTTATCC- —— ~TTTTTTCGTTAGCGGTTCAA
TTATTTATCGTATCCTTTTTATTTATCCSss=snar=—= . -TTTTTTCGTTAGCGGTTCAA
TTATTTATCGTATCCTTTTTATTITATCC-~—=====c== = ~TTTTTTCGTTAGCGGTTCAA
TTATTTATCGTATCCTTTTTATTTATCC- = -TTTTTTCGTTAGCGGTTCAA
TTATTTATCGTATCCTTTTTATTTATCC=========m=== == ~TTTTTTCGTTAGCGGTTCAA
TTATTTATCGTATCCTTTTTATTTATCC--========-=~ - -TTTTTTCGTTAGCGGTTCAA
TTATTTATCGTATCCTTTTTATTTATCC- e ~TTTTTTCGTTAGCGGTTCAA
TP AT T TATCCTATCCTITTTATETATCC -~ ~mmesssmsmmmastsamssss TTTTTTCGTTAGCGGTTCAA
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Acilepis namnaoe TTATTTATCGTATCCTTTTTATTTATCC-=======-m—mmmmmmmm e _ TTTTTTCGTTAGCGGTTCAA
Acilepis ngaoens TTATTTATCGTATCCTTTTTATTTATCC TTTTTTCGTTAGCGGTTCAA
Acilepis peguens TTATTTATCGTATCCTTTTTATTTATCC TTTTTTCGTTAGCGGTTCAA

Acilepis pseudos TTATTTATCGTATCCTTTTTATTTATCC TTTTTTCGTTAGCGGTTCAA
Acilepis saligna TTATTTATCGTATCCTTTTTATTTATCC- === mm-mmmmmmmm e TTTTTTCGTTAGCGGTTCAA
Acilepis silhete -==-TTTTTTCGTTAGCGGTTCAA
Acilepis sutepen TTATTTATCGTATCCTTTTTATTTATCC- === ==mmmmmmmmmmmmm e TTTTTTCGTTAGCGGTTCAA
Acilepis sutepen TTATTTATCGTATCCTTTTTATTTATCC-—-===mmmmcmmmmmmmememe TTTTTTCGTTAGCGGTTCAA

Camchaya gracili TTATTTATCGTATCCTTTTTATTTATCC-- TTTTTTCGTTAGCGGTTCAA
Camchaya loloana TTATTTATCGTATCCTTTTTATTTATCC TTTTTTCGTTAGCGGTTCAA
Camchaya loloana TTATTTATCGTATCCTTTTTATTTATCC--==—==mm=mmmmmmmmmmmm oo TTTTTTCGTTAGCGGTTCAA
Camchaya mukdaha TTATTTATCGTATCLL1llIATTTATCLLIL1llbblrﬂlllllATTTATCLllllllLGTTAGCGGTTCAA
Camchaya mukdaha TTATTTATCGTATCCTTTTTATTTATCC TTTTTTCGTTAGCGGTTCAA

Camchaya pentago TTATTTATCGTATCCTTTTTATTTATCC -=TTTTTTCGTTAGCGGTTCAA
Camchaya spl TTATTTATCGTATCCTTTTTATTTATCC-~~=====——m—m e e e TTTTTTCGTTAGCGGTTCAA
Camchaya spinuli TTATTTATCGTATCCTTTTTATTTATCC--—======mmmmmmmmmmmmme— TTTTTTCGTTAGCGGTTCAA
Camchaya spinuli TTATTTATCGTATCCTTTTTATTTATCC--- ~TTTTTTCGTTAGCGGTTCAA
Camchaya spinuli TTATTTATCGTATCCTTTTTATTTATCC-—====mmmmmoeeemem =TTTTTTCGTTAGCGGTTCAA
Camchaya tenuifl TTATTTATCGTATCCTTTTTATTTATCC-—====mm=—mc——mm e ~TTTTTTCGTTAGCGGTTCAA
Cyanthillium cin TTATTTATCGTATCCTTTTTATTTATCC---- TTTTTTCGTTAGCGGTTCAA
Cyanthillium hoo TTATTTATCGTATCCTTTTTATTTATCCo===-=—mmm=mmmmmmmmmmmmm TTTTTTCGTTAGCGGTTCAA
Decaneuropsis cu TTATTTATCGTATCCTTTTTATTTATCC-- TTTTTTCGTTAGCGGTTCAA
Decaneuropsis eb TTATTTATCGTATCCTTTTTATTTATCC-=======mm=mcommmmmmeme TTTTTTCGTTAGCGGTTCAA
Decaneuropsis ga TTATTTATCGTATCCTTTTTATTTATCC--======mmm—mm - mmmmmee TTTTTTCGTTAGCGGTTCAA
Distephanus mada TTATTTATCGTATCCTTTTTATTTATCC-- TTTTTTCGTTAGCGGTTCAA
Distephanus poly TTATTTATCGTATCCTTTTTATTTATCCT-===m-=m=n TTTTTTCGTTAGCGGTTCAA
Elephantopus mol TTATTTATCGTATCCTTTTTATTTATCC-===-===mo TTTTTTCGTTAGCGGTTCAA
Elephantopus sca TTCTTTATCGTATCCTTTTTATTTATCC-- TTTTTTCGTTAGCGGTTCAA
Elephantopus sca TTATTTATCGTATCCTTTTTATTTATCC-—--—— TTTTTTCGTTAGCGGTTCAA
Elephantopus pen TTCTTTATCGTATCCTTTTTATTTATCC-- TTTTTTCGTTAGCGGTTCAA
Gymnanthemum Cyl TTATTTATCGTATCCTTTTTATTTATCC-==-===mm=m - mmmmmmmme TTTTTTCGTTAGCGGTTCAA
Iodocephalopsis TTATTTATCGTATCCTTTTTATTTATCC-—= === == == e e e mmmmm o TTTTTTCGTTAGCGGTTCAA
Koyamasia calcar TTATTTATCGTATCCTTTTTATTTATCC-———===—mmomme oo cmmm e TTTTTTCGTTAGCGGTTCAA
Kurziella gymnoc TTCTTTATCGTATCCTTTTTATTTATCC-===—===mm=mmm—ommeemmem TTTTTTCGTTAGCGGTTCAA
Monosis volkamer TTATTTATCGTATCCTTTTTATTTATCC-- --TTTTTTCGTTAGCGGTTCAA
Pseudelephantopu TTCTTTATCGTATCCTTTTTATTTATCC-=====—=mmmmm oo ommm e TTTTTTCGTTAGCGGTTCAA
Pseudelephantopu TTCTTTATCGTATCCTTTTTATTTATCC--======mmmmmmm e mmmmee TTTTTTCGTTAGCGGTTCAA
Strobocalyx arbo TTATTTATCGTATCCTTTTTATTTATCC——====mm=mmeeem ==TTTTTTCGTTAGCGGTTCAA
Strobocalyx sola TTCTTTATCGTATCCTTTTTATTTATCC-—===—===mmmm o mmmmmemme— TTTTTTCGTTAGCGGTTCAA

Tarlmounia ellip TTATTTATCGTATCCTTTTTATTTATCC
Tarlmounia ellip TTATTTATCGTATCCTTTTTATTTATCC
Vernonia montana TTATTTATCGTATCCTTTTTATTTATCC
Vernonia montana TTATTTATCGTATCCTTTTTATTTATCC
Vernonia curtisi TTATTTATCGTATCCTTTTTATTTATCC

TTTTTTCGTTAGCGGTTCAA
TTTTTTCGTTAGCGGTTCAA
TTTTTTCGTTAGCGGTTCAA
TTTTTTCGTTAGCGGTTCAA
TTTTTTCGTTAGCGGTTCAA

Input data matrix (continued):

222222222222222222222222222222222222222222222222222222222222222222222222
333333333333333333333333333333333333333333333333333333333333333333333333
112222222222333333333344444444445555555555666666666677777777778888888888
Taxon/Node 890123456789012345678901234567890123456789012345678901234567890123456789
Acilepis attenua AACTC------ -=CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
Acilepis attenua AACTC------ -=CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT

Acilepis attenua AACTC----------- CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
Acilepis attenua AACTC----------- CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
Acilepis chiangd AACTC-------=--- CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
Acilepis diverge AACTC----=--===-- CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
Acilepis diverge AACTC------- -=CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
Acilepis kingii ARCTC-====r == CTTATCTTTCTCATTCACTTTCACTACTCTTTATACARATGGATCTGAGCGGAAAT
Acilepis namnaoe AACTC----=-====-= CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT

Acilepis ngaoens AACTC--
Acilepis peguens AACTC-----
Acilepis pseudos AACTC-----

===-CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
====CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
—====CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT

Acilepis saligna AACTC----------- CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
Acilepis silhete AACTC----====-—- CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
Acilepis sutepen AACTC--- ====CTTATCTTTCTCATTCACTTTCACTACTCTT TATACAAATGGATCTGAGCGGAAAT

CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATATTTCTCATTCACT TTCACTACTCTTTATACAAATGGATCTGAGCGGARAT
CTTATATTTCTCATTCACTTTCACTACTCTT TATACAAATGGATCTGAGCGGAAAT
CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
-CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT

Acilepis sutepen
Camchaya gracili
Camchaya loloana
Camchaya loloana
Camchaya mukdaha
Camchaya mukdaha
Camchaya pentago
Camchaya spl

Camchaya spinuli
Camchaya spinuli
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb

CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT

=CTTATCTTTCTCA---~--~ TTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCA------ TTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
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Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node

Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Acilepis
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis

Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

attenua
attenua
attenua
attenua
chiangd
diverge
diverge
kingii
namnaoe
ngaoens
peguens
pseudos
saligna
silhete
sutepen
sutepen
gracili
loloana
loloana
mukdaha
mukdaha
pentago
spl
spinuli
spinuli

Input data matrix

AACTCrsrmma—cms CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
BACTC======os CTTATCTTTCTCA-—==== TTCACTACTCTTTATACAAATGGATCTGAGCGGARAT
BACTES—==s==n==x CTTATCTTTCTCA------ TTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
BRACTC==——=s=rma= CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
AACTCCTTCTCTTTCTCTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCCGAGCGGAAAT
AACTCrr—rmm=s=== CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
AACTCCTTCTCTTTCTCTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCCGAGCGGAAAT

CTTATCTTICTCA====== TTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATATTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCICAS ~———= TTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
—-CTTATCTTTCTCATTCACTTTCACTACTCTTTATCCAAATGGATCCGAGCAGAAAT
AACTC-----=====— CTTATCTTTCTCATTCACTTTCACTACTCTTTATCCAAATGGATCCGAGCAGAAAT
AACTC==s==m=zi=m CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT
CTTATCTTTCTCATTCACTTTCACTACTCTTTATACAAATGGATCTGAGCGGAAAT

(continued) :

222222222222222222222222222222222222222222222222222222222222222222222222
333333333344444444444444444444444444444444444444444444444444444444444444
999999999900000000001111111111222222222233333333334444444444555555555566
012345678901234567890123456789012345678901234567890123456789012345678901
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTC-TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTC-TCTTATCACATGTGATATATAT—GATACATGTACAAATAAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAAGGGAAT—CCC
GCTGTTC-TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTCTCTTTATCACATGTGATGTATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATGTATAT—GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTC-TCTTATCACATGTGATGTATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATGTATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATGTATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATGTATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATGTATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATGTATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATGTATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATGTATAT-GATACATGTACAAATGAACATCTTTGGGCAA-GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATGTATAT—GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCCGTTC-TCTTATCACATGTGATATATAT—GATAAATGTACAAATGAACATATTTGAGCAA-GGAAT-CCC
GCCGTTC-TCTTATCACATGTGATATATAT—GATAAATGTACAAATGAACATATTTGAGCAA—GGAAT~CCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTC-TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTATAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTATAAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATGTATAT-GATACATGTACAAATGAACATCTTTGAGCAA~GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTC-TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTC-TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATGTATAT—GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTACTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC-TCTTATCACATGTGCCAAATATTAATACATGTACAAATGAACATCTTTGAGCAAGGGAAT—CCC
GCTGTTC-TCTTATCACATGTGCTATATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT—CCC
GCTGTTC—TCTTATCACATGTGATATATATGGATACATGTACKAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTTCTCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAATCCCC
GCTGTTC—TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT-CCC
GCTGTTC-TCTTATCACATGTGATATATAT—GATACATGTACAAATGAACATCTTTGAGCAA—GGAAT-CCC
GCCGTTCTTCTTATCACATGTGATATATAT—GATAAATGTACAAATGAACATATTTGAGCAA-GGAAT-CCC
GCCGTTC—TCTTATCACATGTGATATATAT-GATAAATGTACAAATGAACATATTTGAGCAA—GGAAT—CCC
GCTGTTC-TCTTATCACATGTGATATATAT-GATACATGTACAAATGAACATCTTTGAGCAA-GGAAT-CCC

(continued) :



Taxon/Node
Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis chiangd
Acilepis diverge
Acilepis diverge
Acilepis kingii
Acilepis namnaoe
Acilepis ngaoens
Acilepis peguens
Acilepis pseudos
Acilepis saligna
Acilepis silhete
Acilepis sutepen
Acilepis sutepen
Camchaya gracili
Camchaya loloana
Camchaya loloana
Camchaya mukdaha
Camchaya mukdaha
Camchaya pentago
Camchaya spl
Camchaya spinuli
Camchaya spinuli
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis
Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

Input data matrix

Taxon/Node
Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis chiangd
Acilepis diverge
Acilepis diverge
Acilepis kingii
Acilepis namnaoe
Acilepis ngaoens
Acilepis peguens
Acilepis pseudos
Acilepis saligna
Acilepis silhete
Acilepis sutepen
Acilepis sutepen
Camchaya gracili
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2222222222222222222222222222222222222222
44444444444444444444444444444444444
66666666777777777788888888889999999
23456789012345678901234567890123456

22222222222222222222222222222222
4445555555555555555555555555555555555
9990000000000111111111122222222223333
7890123456789012345678901234567890123
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC-TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTTCAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC-TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC-TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT~CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC-TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC-TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCAATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC-TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGGCCCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC-TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTT-TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTTTTTTTGACGA-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTT-TTTTGACGA—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTT-TTTTGACGA—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTT—TTTTGACGA—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTT-TTTTGACGA-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTT-TTTTGACGA—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTT—TTTTGACGA—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTT—TTTTGACGA—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTT-TTTTGACGA—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTT—TTTTGACGA-CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTCTTTTTGACGG’CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTCCAAGGTTGTTC—TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTCCAAGGTTGTTCTTTTTGACGG—CCT
CATTTGAATGATTCACGATCAATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC-TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATTCCATACTGAAACTTACAAGGTTG-TTTTTTTGACGACCCT
CATTGGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTATTC—TTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG—CCT
CATTGGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTATTC-TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTCCAAGGTTGTTCTTTTTGACGGGCCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTT-TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTC—TTTTGACGT—CCT
CTTTTGAATGATTCACGATCGATATTTTTATT-CATACTGA—--—TACAAGGTTATTCTTTTTGACGG-CCT
CTTTTGAATGATTCACGATCGATATTTTTATT—CATACTGA—-—-TACAAGGTTATTC-TTTTGACGG-CCT

CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGGT -------- TGTTGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTT ————————— GG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTT --------- GG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTT ————————— GG-CCT

CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTCTTTTTGACGG—CCT
CATTTGAATGATTCACGATCGATATTTTTATT—CATACTGAAACTTACAAGGTTGTTCTTTTTGACGG-CCT
CATTTGAATGATTCACGATCGATATTTTTATT-CATACTGAAACTTACAAGGTTGTTC—TTTTGACGG—CCT

(continued) :

222222222222222222222222222222222222222222222222222222222222222222222222
555555555555555555555555555555555555555555555555555555555555555555666666
333333444444444455555555556666666666777777777788888888889999999999000000
456789012345678901234567890123456789012345678901234567890123456789012345
GGATGA—GGC-TTTGTAATACCC—TTTCAATT—GACATAGA~CCCAAGTTC-TCT—AGTAAAA-TGAAAATG
GGATGA—GGC-TTTGTAATACCC—TTTCAATT-GACATAGA—CCCAAGTTC—TCT—AGTAAAA-TGAAAATC
GGATGA-GGC-TTTGTAATACCC—TTTCAATT-GACATAGA-CCCAAGTTC-TCT—AGTAAAA~TGAAAATG
GGATGA-GGC—TTTGTAATACCC-TTTCAATT—GACATAGA—CCCAAGTTC—TCT-AGTAAAA-TGAAAATG
GGATGA-GGC-TTTGTAATACCC—TTTCAATT—GACATAGA-CCCAAGTTC—TCT—AGTAAAA—TGAAAATG
GGATGA-GGC—TTTGTAATACCC—TTTCAATT-GACATAGA—CCCAAGTTCTTCT~AGTAAAA-TGAAAATG
GGATGA-GGC—TTTGTAATACCC-TTTCAATT—GACATAGA—CCCAAGTTC—TCT—AGTAAAA-TGAAAATG
GGATGA—GGC—TTTGTAATACCC-TTTCAATT-GACATAGA—CCCAAGTTC—TCT—AGTAAAA—TGAAAATG
GGATGA-GGC-TTTGTAATACCC—TTTCAATT—GACATAGACCCCAAGTTC-TCT—AGTAAAA—TGAAAATG
GGATGA-GGC-TTTGTAATACCC-TTTCAATT-GACATAGA—CCCAAGTTC-TCT—AGTAAAA—TGAAAATG
GGATGA-GGC-TTTGTAATACCC—TTTCAATT-GACATAGA—CCCAAGTTC—TCT-AGTAAAA—TGAAAATG
GGATGA—GGC—TTTGTAATACCC—TTTCAATT—GACATAGA-CCCAAGTTC—TCT-AGTAAAA-TGAAAATG
GGATGA—GGC-TTTGTAATACCC-TTTCAATT-GACATAGA—CCCAAGTTC-TCT—AGTAAAA—TGAAAATG
GGATGA-GGC-TTTGTAATACCC—TTTCAATT-GACATAGA—CCCAAGTTC-TCT—AGTAAAA-TGAAAATG
GGATGA-GGC—TTTGTAATACCC-TTTCAATT—GACATAGA—CCCAAGTTC—TCT—AGTAAAA-TGAAAATG
GGATGA-GGC-TTTGTAATACCC-TTTCAATT-GACATAGA-CCCAAGTTC-TCT-AGTAAAA-TGAAAATG
GGGTGA~GGC—TTTGTAATACCC-TTTCAATT—GACATAGA—CCCAAGTTC-TCT—AGTAAAA-TGAAAATG
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Camchaya loloana GGATGA—GGA-TTTGTAATACCC—TTTCAATT—GACATAG}\-CCCAAGTTC-TCT-AGTAAAA-TGAAAATG
Camchaya loloana GGATGA—GGC-TTTGTAATACCC—TTTCAATT-GACATAGA—CCCAAGTTC-TCT-AGTAAAA—TGAAAATG
Camchaya mukdaha GGATGA—GGC—TTTGTAATACCC-TTTCAATT-GACATAGA—CCCAAGTTC—TCT—AGTAAAA—TGAAAATG
Camchaya mukdaha GGATGA—GGC-TTTGTAATACCC-TTTCAATT-GACATAGA—CCCAAGTTC-TCT—AGTAAAA—TGAAAATG
Camchaya pentago GGATGA—GGC—TTTGTAATACCC-TTTCAATT—GACATAGA—CCCAAGTTC—TCT-AGTAAAA-TGAAAATG
Camchaya spl GGATGA-GGC—TTTGTAATACCC—TTTCAATT—GACATAGA—CCCAAGTTCTTCT-AGTAAAA—’I‘GI-\AAA’I‘G
Camchaya spinuli GGI-\TGA-GGC-TTTGTAATACCC—TTTCAATT-GACATAGA—CCCAAGTTC—TCT—AGTAAAA-TGAAAATG
Camchaya spinuli GGATGA-GGC-TTTGTAATACCCTTTTCAATT—GACATAGA-CCCAAGTTC—TCT-AGTAAAA—TGAAAATG
Camchaya spinuli GGATGA—GGC—TTTGTAATACCC—TTTCAI-\TT—GACATAGA-CCCA}\GTTC-TCT-AGTAAAA-TGAAAATG
Camchaya tenuifl GGATGA- GGC—TTTGTAATACCC—TTTCAATT-GACATAGA-CCCAAGTTC-TCT -AGTAAAA-TGAARATG
Cyanthillium cin GGATGA—GGC-TTTGTAATACCC—TTTCAATT—GACATI\GA-CCCAAGTTC-TCT-AGTAAAA—TGAAAATG
Cyanthillium hoo GGATGA-GGC-TTTGTAI—\TACCC-TTTCAATT-GACATAGA-CCCAAGTTC-TCT—AGTAAAA~TGAAAATG
Decaneuropsis cu GGATGA—GGC-TTTGTAATACCC-TTTCAATT—GACATAGA-CCAAAGTTC-TCT—AGTAAAA—TGAAAATG
Decaneuropsis eb GGATGA—GGC—TTTGTAATACCC-TTTCAATT—GACATAGA—CCAAAGTTC-TCT—AGTAAAA-TGAAAATG
Decaneuropsis ga GGATGA—GGC-T’I‘TGTAATACCC—TTTCAATT—GACATAGA—CCCAAGTTC-TCT-AGTAAAA—TGAAAATG
Distephanus mada GGATGA-GGC-TTTGTAATACCC—TTTCAATT-GACATAGA—CCCAAGTTC—TCT-AGTAAAA—TGAAAATG
Distephanus poly GGATGA-GGC-TTTGTAATACCC—TTTCAATT—GACATAGA—CCCAAGTTC—TCT-AGTAAAA-TGAAAATG
Elephantopus mol GGATGAGGGC-TTTGTAATACCC—TTTCAATTGGACATAGACCCCAAGTTC-TCT—AGTAAAATTGAAAATG
Elephantopus sca GGATGA-GGC-TTTGTAATACCC-TTTCAATT—GACATAGA—CCCAAGTTC-TCT—AGTAAAA-TGAAAATG
Elephantopus sca GGATGA—GGC—TTTGTAATACCC—TTTCAATT—GACATAGA—CCCAAGTTC—TCT—AGTAAAA—TGAAAATG
Elephantopus pen GGATGA-GGC—TTTGTAATACCC—TTTCAATT—GACATAGA—CCCCAGTTC-TCT—AGTAAAA-TGAAAATG
Gymnanthemum Cyl GGATGA-GGCTTTTGTAATACCC-TTTCAATT-GACATAGA-CCAAAGTTC-TCT—AGTAAAA-TGAAAATG
Iodocephalopsis GGATGA-GGCTTTTGTAATACCC—TTTCAATT—GACATAGA-CCCAAGTTC—TCTAAGTAAAA—TGAAAATG
Koyamasia calcar GGATGA—GGC-TTTGTAATACCC-TTTCAATT—GACATAGA-CCCAAGTTC—TC’I’—AGTAAAA—TGAAAATG
Kurziella gymnoc GGATGA—GGC—TTTGTAATACCC—TTTCAATT—GACATAGA—CTCAAGTTC—TCT-AGTAAAA—TGAAAATG
Monosis volkamer GGATGA-—GGC—TTTGTAATACCC-TTTCAATT—GACATAGA-CCCAAGTTC-TCT—AGTAAAA-TGAAAATG
Pseudelephantopu GGATGA—GGCTTTTGTAATACCC—TTTCAATT—GI—\CATAGA—CCCAAGTTC—TCT—AGTAAAA-TGAI\AATG
Pseudelephantopu GGATGA-GGC—TTTGTAATACCC—TT’I‘CAATT—GACATAGA-CCCAAGTTC-TCT—AGTAAAA—TGAAAATG
Strobocalyx arbo GGAGGA—GGC-TTTGTI-\ATACCC-TTTCAATT-—GCATAGA—CCCAGGTTC—TCT—AGTAAAA—TGAAAATG
Strobocalyx sola GGATGA-GGC-TTTGTAATACCC-TTTCAATT-GACA’I‘AGA-CCCAAGTTC-TCT-AGTAAAA-TGAAAATG
Tarlmounia ellip GGATGA-GGC—TTTGT}\ATACCC-TTTCAATT—GACATAGA—CCCAAGTTC—TCT—AGTAAAA—TGAAAATG
Tarlmounia ellip GGATGA—GGC—T’I‘TGTI-\ATAACCCTTTCAATT-GACATAGA-CCCAAGTTC-TCT—AGTAAAA-TGAAAATG
Vernonia montana GGATGA—GGC-—TTTGTAATACCC—TTTCAA'I‘T-GACATAGA—CCCAAGTTC-TCT-AGTAAAA—'I‘GAAAATG
Vernonia montana GGATGA—GGC-TTTGTAATACCC-TTTCAATT—GACATAGA—CCCAAGTTC-TCT-AGTAAAA-TGAAAATG
Vernonia curtisi GGATGA—GGC—TTTGTAATACCC—TTTCAATT-GACATAGA-CCCAAGTTC-TCT—AGTAAAA—TGAAAATG

Input data matrix (continued) :

2222222222222222222222222222222222222222222222222222222222222
6666666666666666666666666666666666666666666666666666666666666
0000111111111122222222223333333333444444444455555555556666666

Taxon/Node 6789012345678901234567890123456789012345678901234567890123456
Acilepis attenua AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-TGGAAGAGCAAAAGACTGAAA-
Acilepis attenua AGGATGAGACATCAGGAATAGTCGGGAT-AGC—TCAGT—TGGTAAAGCCGA-GACTGAA——
Acilepis attenua AGGATGAGACATCAGGAATAGTCGGGGA—AGC-TCAGT—TGGTAGAGCAGA-GACTGAAA—
Acilepis attenua AGGATGAGACATCAGGAATAGTCGGGAT—AGCTTCAGT—TGGTAAAGCAAA—GACTGAAAT
Acilepis chiangd AGGATGAGACATCAGGAATAGTCGGGAT-AGC-TCTTT-T-——-—=——=-—="~=="="""
Acilepis diverge AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-TGGAAAAGCAAAAGAATGAAAA
Acilepis diverge AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGT—TGGTC —————————————————
Acilepis kingii AGGATGAGACATCAGGAATAGTCGGGAT-AGC-TTTTT—GGGGGG ————————————————
Acilepis namnaoe AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCATT—TGGAAAAAGCAGAGACTGAAAT
Acilepis ngaoens AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT—TGGTAGAGCAAA-GAATGAAA—
Acilepis peguens AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGG—TGGTAGAGCAAAAGAATGAAA—
Acilepis pseudos AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-T-GTAGAGCAGA—GACTGAAA—
Acilepis saligna AGGATGAGACATCAGGAATAGTCGGGAT-AGC—TCAGT—T—GTAGAGCAGA—GACTGAAA—
Acilepis silhete AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGT—TGGTAGAGCAGA—GACTGAAAA
Acilepis sutepen AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGT—TGGTAGAGCAAA—GACTGAA-—
Acilepis sutepen AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT—TGGTAGAGCAGAGGACTGAA——
Camchaya gracili AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-TGGTAGAGCAAA-GACTGAAAA
Camchaya loloana AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-TGGAAGAGCAAAGGACTGAAA-
Camchaya loloana AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-TGGTAAAGCAGA—GACTGAAAA
Camchaya mukdaha AGGATGAGACATCAGGRATAGTCGGGAT-AGC-TCA--=====--==="-"=""~=77777"~
Camchaya mukdaha AGGATGAGACATCAGGAATAGTCGGGAT-AGC-TCAGT - ————=—=—~-=-=="~"=7""""~
Camchaya pentago AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT—TGGTAGAGCAGA-GACTGAA——
Camchaya spl AGGATGAGACATCAGGAATAGTCGGGAT-AGC—TCACT—TGGGAAAGCAGAAGACTGAAA—
Camchaya spinuli AGGATGAGACATCAGGAATAGTCGGGAT-AGC—TCAGT—TGGAAGAGCAGAGGACTGAAAT
Camchaya spinuli AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGT—TGGAAAAGCAGA-GACTGAAAA
Camchaya spinuli AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGTTGGGAAAAGCAGAGGACTGAAA—
Camchaya tenuifl AGGATGAGACATCAGGAATAGTCGGGAT-AGC—TCAGT—TGGGAGAGCAAA—GACTAAATC
Cyanthillium cin AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT—TGGTAGAGCAAAAGACTGAAA—
Cyanthillium hoo AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGTGTAGAAAAAAAAAAAAATGAATC
Decaneuropsis cu AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGT-TGGTAGAGCAAA—GACTGAAAT
Decaneuropsis eb AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-TGGTAAAGCAAA—AACTGAAA~
Decaneuropsis ga AGGATGAGACATCAGCAATAGTCGGGAT—AGC—TCAAT-TGGTAGAGCAAA—GACTGAAA
Distephanus mada AGGATGAGACATCAGGAATAGTCGGGAT-AGTA--=~=-======"=""=~"==777"
Distephanus poly AGGATGAGACATCAGGAATAGTCGGGAT-AG-=~--=-====-====—=--=-"="="=7="" "~
Elephantopus mol AGGATGAGACATCAGGAATAGTCGGGATAAGC-TCAGT—TGGAAGAGGAGA—GACTGAAA—
Elephantopus sca AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCACT—TGGAAAAGCAAA-GACTGAAA—
Elephantopus sca AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGT-TGGTC —————————————————
Elephantopus pen AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCCCT-TGGGAAAGCAAA—GACTAAAA—
Gymnanthemum Cyl AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT—-—GTAGAG
Iodocephalopsis AGGATGAGACATCAGGAATAGTCGGGAT-AGC-TCAGT-T---======="="=="77""~




Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

AGGATGAGACATCAGGAATAGTCGGGAT -AGC-TCAGT - TGGTAGAGCAGAGGACTGAAA-
AGGATGAGACATCAGGAATAGT CGGGAT-AGC-TCAGT -TGGTAGAGCAGAGGACTGAAAT
AGGATGAGACATCAGGAATAGTCGGGAT-AGC-TCAGT-TGGAAAAGCAAA—GACTGAAAT
AGGAGGAGACATCAGGAATAGTCGGGAT -AGC-TCAGT-TGGTAGAGCAA-~GACTGAA--
AGGAGGAGACATCAGGAATAGTCGGGAT-AGC—TCAAT-TGGAAAAGCAGAGGACTGAAAT
AGGATGAGACATCAGGAATAGT C—=========m=mmmmmmmem o _________
AGGATGAGACATCAGGAATAGT CGGGAT-AGC-TCAGT -TGGTAGAGCAAA-GACTGAAA-
AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGT—TGGTAGAGCAAAGAACTGAAAA
AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-TGGTAGAGCAAA-GACTAAAAT
AGGATGAGACATCAGGAATAGTCGGGAT—AGC-TCAGT-TGGTAGAGCAAAGGACTGAAA-
AGGATGAGACATCAGGAATAGTCGGGAT—AGC—TCAGT-TGGTAGAGCAGAGGACTGAAAA
AGGATGAGACATCAGGAATAGTCGGGAT-AGC-TCAGT-TGGTAAAGCAGA-GAATGAAAT
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Input data matrix:

Taxon/Node

Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis attenua
Acilepis chiangd
Acilepis diverge
Acilepis diverge
Acilepis kingii
Acilepis namnaoe
Acilepis ngaoens
Acilepis peguens
Acilepis pseudos
Acilepis saligna
Acilepis silhete
Acilepis sutepen
Acilepis sutepen
Camchaya gracili
Camchaya loloana
Camchaya loloana
Camchaya mukdaha
Camchaya mukdaha
Camchaya pentago
Camchaya spl
Camchaya spinuli
Camchaya spinuli
Camchaya spinuli
Camchaya tenuifl
Cyanthillium cin
Cyanthillium hoo
Decaneuropsis cu
Decaneuropsis eb
Decaneuropsis ga
Distephanus mada
Distephanus poly
Elephantopus mol
Elephantopus sca
Elephantopus sca
Elephantopus pen
Gymnanthemum Cyl
Iodocephalopsis
Koyamasia calcar
Kurziella gymnoc
Monosis volkamer
Pseudelephantopu
Pseudelephantopu
Strobocalyx arbo
Strobocalyx sola
Tarlmounia ellip
Tarlmounia ellip
Vernonia montana
Vernonia montana
Vernonia curtisi

4. Morphological set

2222222222222222222222222222222222222222222222
6666666666666666666666666666666667777777777777
6667777777777888888888899999999990000000000111
7890123456789012345678901234567890123456789012

0010111110100000440132103113020112000111011111
0010111110100000440132103113020112000111011111
0010111110100000440132103113020112000111011111
0010111110100000440132103113020112000111011111
0112101110010010440111112013110102000111111111
0112101110010000441141100013110102000110101111
0112101110010000441141100013110102000110101111
0110101110010000441111100013010112000110011111
0112111110010000441111103013110102000100011111
0110111110010000441122103013010102000100211111
0113111100010000441111101013110102000100001111
0113111110100000440111101013110102000100011111
0113001110010000441111102013010112000110011111
0112011110010000441142101113020102000110001011
0112001010010000442211101013110102000111011111
0112001010010000442211101013110102000111011111
0102022000010000440141101033110112011110111000
0102001001010010441111113123120112011110300102
0102001001010010441111113123120112011110300102
0102001001010010441111113023120112011110300102
0102001001010010441111113023120112011110300102
0102101001010010441112113023120112011110300002
0100121001000011001141101030120112011110300102
0102001001010011441122113023020112011110300102
0102001001010011441122113023020112011110300102
0102001001010011441122113023020112011110300102
0102101001010010441111113023120112011110301102
0113101101000011330111111013110112000101111111
0113121001000001031111113013120112000101001011
1101122110010010031111101011010112100201110111
1100122110000010000011101010010002100201010111
1100122111010010000112110010010101100210310111
1112112101222222222121110030710002?22222010121
2100012010222222011121101002210?222222220122?21
0102120101001010221110021012001002100110110111
0003110001001010220130021012001002000110110111
0003110001001010220130021012001002000110110111
0002110000001010220130021012101002000110310111
3100111101010010000142100010010101100201011111
0100121101010010001141101013110112100211001100
0100001101010000440121101030120102011110100102
0110011011010000441101110010010000100201010011
3102111100000100000111101013010102100010011111
0000111000001000000100021030000002000110110111
0000111000001000000100021030000002000110110111
3100122310001000001111100010010100100201011011
1101101111001100010111100011010110100201011111
1103121110000001030011100013110100100201001011
1103121110000001030011100013110100100201001011
0112101101010001021111111012010002000101011111
0112101101010001021111111012010002000101011111
0100101101010000001122111130020112000110101111
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