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Soontree Hanyong 2012: Genetic Diversity of Chilli Germplasm as Revealed by
Microsatellite Analysis. Master of Science (Agriculture), Major Field: Horticulture,
Department of Horticulture. Thesis Advisor: Associate Professor Orarat Mongkolporn,

Ph.D. 119 pages.

Chilli is the world economically important vegetable and spice. The Tropical Vegetable
Research Center, Kasetsart University, Kamphaeng Saen Campus has collected chilli germplasm
greater than 2,000 accessions. To have an efficient germplasm management and to reduce cost of
germplasm maintenance, a core collection should be established. Therefore, the study was aimed
to investigate the genetic diversity of the chilli germplasm using microsatellites. Ten anchored
microsatellites were used to evaluate 230 chilli germplasm accessions. Fourty two alleles were
generated with size ranging from 87 to 323 basepair. The average Expected Heterozygosity (He)
value was 0.62 ranging from 0.473-0.714, average Polymorphism Information Content (PIC)
value was 0.57 ranging from 0.414-0.681 and Probability of Identity (PI) from 0.17-0.49. The
combined PI of the ten microsatellite loci was 2.30x10". Similarity Index (SI) ranged from 0.18
to 1.00. The 230 chilli accessions were divided into two major groups. Group I comprised mainly
C. annuum, and group Il comprised other Capsicum species including C. frutescens, C. chinense
and C. baccatum. Matrix comparison showed that the cophenetic correlation of 0.81 indicating
the best fit of the obtained dendrogram. PowerCore program was used to select representative
chilli accession to form a core collection. Twenty eight chilli accessions were selected, which

maintained similar level of diversity as of the total 230 accessions.
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AIHATD4 (secondary center) 11 It ugUIRUTANANVOINTN C. frutescens 1A C.
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a’/ d' 9 a ' a o a
Uszmsrenalu TasAsyo peppers INTIZINAUNDNG 0 TUTEHINNMTIAUNIG I ING N Tne
a ' ] <3 o =
nindszmaluglsy winlduninszaeedesiaii ludulszmaluniduens nuazioies Tu
=S = 1A a a S K a 1 = a 9y '
1 f.e.1542 Tsreauniimanuns nludsemaduifed 3 viia aouidl a.e. 1548 winlauns
Y
lilgdangy uazil a.a. 1585 s Tsqna Idhwi ndgiszmaduie vasnii launs T1ds
a 1 = A VY ~ o
VINUANY vouaFsluneunaanIssunle nazuwaingy 1511ull a.d. 1650 uonaINiill
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A 3 A a Ag v A 1 1 @ < A o
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Aan = o A A @ & A A A Ao
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v d 1 a v a
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Kingdom: Plantae
Division: Magnoliophyta
Class: Magnoliopsida
Order: Solanales
Family: Solanaceae

Genus: Capsicum
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<3 a a
pImarnugulumsnsayay e

%]

< 4 ¢ A a
14 ﬂ]‘i!ﬂ‘l]i’J‘lJi’JN!!i’l%ﬂ]’icl‘]iﬂ‘izitl‘lful‘vﬂ HENTIUNWIN

J [ aa g dy @ a A o ), aw
BIANIIETAVUIUIFIANNVIIVIIVFDNUTNTIUNWIN LW’[’)U']"I,‘]J“!,GISGLHQ"IU'J%?J Lag

= J =

@ @ 1 J (Y
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I 1 { ] ) e 1
Research and Development Center (AVRDC) Lﬂuﬂﬂﬁﬂii%ﬁﬂﬂﬂigmﬁﬁll‘JJLLﬁN Ham 13 AN0Y

Y o

A 1< U a A - a 1T A
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aa (A 4 a @ J
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Research Service: USDA) L”IJH‘H‘H’JEJQTHVILﬂ“]J'i’JUi’J?JLGIf’t’)WH‘EﬂiiiJW'iﬂﬁnﬂ‘Vl’JIaﬂLW’Obhfclu

J

a o &‘ @ a { J @ v o w
N11H7398 LGH@‘WL!‘QﬂSﬁJWSﬂﬁLﬂ”}JS’JDSTJMﬁﬂ’N 5,000 accession ﬁﬂ"l’iﬂilﬁﬂﬁﬂ‘]elﬂl%ﬂizmwuﬁ
<] 4 a @ 1 j’ 7
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[} 1 1 @ 3 [ g o
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A o . .
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@
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o
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o
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A o o %
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2. ﬂ]’iﬁﬂ‘ﬂ1ﬂ'313~l‘1‘iﬁ1ﬂﬁﬁ1ﬂﬂ1@ﬁuijﬂiﬁ~l

2.1 ﬂ31uﬁﬁ1ﬂﬁﬂ1ﬂﬂ1ﬁﬁu§ﬂiiu (Genetic diversity)

ANNNAINKAIBNIWHUFNT TN HIBDIANNUANA1NYoaTiFIan e lulszang
1 o ¢ { 2 U 7
¥30A195291n5 MINAIWUF (mutation) tazmsuani/asuruaumaiugnisulums
A v o . o Yo w a o oA A v o T Y
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F-ggcggagaagaactagacgattagce
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M1 1 (719)

Marker Position’
Chromosome” Institute’ Repeat motif Primer sequence (5'-3")°
name
(cM)
F-tttcttetctggececttttg
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R-acgcctattgcgaatttcag

F-ctctgeectectcaacce
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S A ] Y 1 ' d’@' A 1 o ' ] P Y 1
Lﬂﬂ!"l’l“l/lﬂ‘ﬁﬁﬂllll Iﬂﬂfﬂ?ﬂ r ¥1nNI10.9 6ll’ttlll‘]J E]’E)’J']ﬂ"li%ﬂﬂﬁ]u@giutﬂﬂ!“ﬂﬂﬂu']ﬂ 07171 r 9g

' = ' A ¥ a Pl 9
321 0.8-0.9 MueDeeg lunaanng (Rohlf, 1997) 11NUUAATIZHA Bootstrap Taelsy
1151051 Winboot (Yap and Nelson, 1996)

v

k4 H
44 MITANQUIFBBWUFNTIUNEN 1BONAMNY accession NUDAAAANS ATOUAYY

[

= = Sol 9 Y 9 A v ' dy Y o E
NNDANALUATUANNFIFIUNNNUTNIIUUBYNGA ﬂ'liﬁ]ﬂﬂqu’]fﬂwuliﬂﬁﬁﬂ\lﬂaﬂi(’ﬂiﬂﬁllﬂﬂ\l

v k2
PowerCore negcﬁ’u 1.0 (Kim et al., 2007) MUIMUAIANNHAINYAY (H) (Nei, 1973) V9UYD

@

UFNITUNAN



NauazIa15at

Wwa

o v A d’ d’ d \ o v
1. mmmmmmmmaaaanﬂﬁn;jlum5@amJm"laﬂﬂ‘sumﬂma"lammagmgmm

Y
o a J o v
iﬂﬂﬂﬁ‘]/lﬂﬁ@ﬂl%i’)WHﬁﬂiﬁJWiﬂ 230 accessions ﬁ)’w'lﬂﬂmcmma”law 10 ALK UN
J 4 g’; o 1 1 [ 4 Y
NWUN UliJIﬂiLLGlf‘l/]maulﬁ‘VW]\i 10 QWLLWHQﬁuﬂiOLLﬁ@Nﬂ’)uJLmﬂ@]Nﬂﬁﬁﬁﬂlﬂ\iL%ﬂWHﬁﬂiiM
a 9 o v A A:; g‘z v A 1 d' d'
Wiﬂulﬂ wummuaaaaﬂﬂsmgmwm 42 990 YU1a 87-323 ALUd (MTNN 2 ag NN 1-

10)

$ o [ 1 { 4 o 1 {
M3197 2 NUIULAZVUADAAA AUNAY He LAz PIC ¥949 luIasugnmalan 10 duria 7

¥
Y @ o a .
Gl“]fﬁl,illﬂ'lﬁﬁﬂ‘hl']ﬂ'J']iJWa'lﬂWa'lﬂT]'l\iwuﬁﬂiiuﬂl@\u%ﬂwuﬁﬂiillWiﬂ 230 accessions

A3 DN RMTERY YIAgaaa
He PIC

TuTasusnmalas dada (Qruer)
GPMS171 4 289, 293, 319, 323 0.605 0.542
CA519548 3 187,189, 193 0.492 0.432
BMO067271 5 277,295,304, 310, 316 0.671 0.633
CAS512275 6 87,91, 93,99, 101, 105 0.714 0.681
CA516439 4 143, 159, 167, 169 0.693 0.635
CAS52065 6 211, 225, 231, 237, 240, 243 0.668 0.635
CA516334 4 231, 240, 249, 258 0.685 0.634
GPMSI159 3 282,288,312 0.473 0.414
Hpms1-148 4 185, 195, 207, 211 0.686 0.63
Hpms1-143 3 171, 219, 245 0.53 0.462

37U 42 6.217 5.698

nae 42 0.622 0.570
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GPMS171

M,y 2 5 7 9 11 14 16 18 20 22 24 26 28 30 32 34 36 39 42 46 a8 S0 s53

8 10 12 15 17 19 21 23 25 27 29 31 33 35 38 41 4as a7 49 52 55

KT
U W - - — . T e el - - -
- - e St . wSe = = —— e e GSecms  —

%
[ 5

2. 62 64 66 75 77 79 81 83 85 37 39 92 %4 96 o8 100 10z 104 10

49_- 69 71 3 106 1
™ 61 63 65 67 70 72 74 76 78- 20 82 284 86 88 __,'90-8_..95 97 99 101 103 105 109 108
1
311 “ -5
- — - —— —— — T e -

37 139 141 143 46 148 150 152 154 156 158
138 140 142 | 147 149 151 531 1552 5157 EAS08

| &t

249

32279~ w210 212 214 216 218 220 222 224
293.56 )
32246 de —— —_—
- Te——— S — - — 'Qg

d' A a3 &‘ o a . 9 A
MAN 1 NINUNALDULBDUDUFDWUFNTTUWIN 230 accession (code 1-248) Iﬂﬂi"]ﬂﬂiﬂ\iﬁﬂ']ﬂ
4 A ag A
"hﬂmu,cmma"laﬂ GPMSI171; M, A9 ABUIBIATOINNIGNINTIU (]5 X174/ Hinf'1

= ;
(Fermentas, Canada), Mzﬁa allelic ladder (3001A é’mqﬁ, MINHUINT N5)

CA 519548

a A o X o a . Y A
MUAN 2 NYNUNALDUBUDIUFDWUFNITTUWIN 230 accession (code 1-248) Taoldnsoerinne
J A ag 4
TuTasugnmnala CAS519548; M, A9 ALDUIDIATOINNIBUIATIIU (b X174/ Hinf'1

(Fermentas, Canada), Mzﬁa allelic ladder (3001A fj’mwf, MINHUINT N5)
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BMO67271

'

134 136 1383 140 142 149 151 153 155 157 159
g 4 4 2 0 4 é 2

116 145 147

112 114

118 120 122 124 128 130 132

211 2= oS 917 - F1o 271 923 795 727 729

~ a I I X o a . Y A
NN 3 NYNUNALDULBDUDIUBDWUFNTTUWIN 230 accession (code 1-248) TaglHasoanune
J A ag E
llﬂiﬂillcﬁﬂlﬂallaﬂ BMO067271; M, AD ADUIDIATOIHNITUINTFIU (]5 X174/ Hinf'1

» ,
(Fermentas, Canada), M, 0 allelic ladder (@,A ?ﬁlu’Nﬁ, A3 19NUINN n5)

CA 515275
MI 2 5 7 9 11 14 16 18 20 22 24 26 28 30 32 34 36 39 42 46 48 s0 53 56
1 3 6 8 10 12 15 12, 19 21 23 25 27 29 31 33 35 38 a1 as 47 49 52 55 M,
- P —— o —
8% —-— = - |
M 62 64 66 69 71 3 IS5 37 79 81 83 85 87 89 92 94 96 98 100 102 104 106 110
‘GL_ 63 65 67 70 2 74 76 78 20 82 24 86 88 20 93 95 97 99 101 103 105 109 108 Ml1
2
o = = o*e- € ?
100 s TowTew e% woov oow TgEwe =, ",.". T® ‘=
— - = - -
116 118 120 122 124 126 128 130 132 134 136 138 140 142 145 147 149 151 153 155 157 159

156 158

LTl Ol 2l | 22pul 25 pl 2Tl 20l 3 1apl 33 ul S Sl 3 T 300 e LAS metxifppl ASEal S0 Rt S 2la;

100

161 163 165 167 169 171 173 175 177 179 181 183 185 187 189 191 194 197 199 201 203 205 207 209
é é 64 66_16% 0 4 & g 20 2 24 26 28 90 9 o 08 00 0 04 06 208

a A o X o a . Y A
MUAN 4 NYNUNALDUBVDIUFDWUFNITTUWIN 230 accession (code 1-248) Taoldnsoerinne
4 A ag 4
TuTasuznmalasi CAS515275; M, fD ADUIDIATDIHNIGNINTITU (i) X174/ Hinf'1

(Fermentas, Canada), Mzﬁa allelic ladder (3001A ﬁ’u’mﬁ, MINHUINT N5)
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CA 516439

39 42 46 48
27 29 31 33 41 45 47 49

12 K
75 77 79 31 83 85 87 89 92 94 96 98 100 102 104 106 110

82 84 8 88 90 93 95 97 99 101 .i 105 109 108

b - - -

160 162 164 166 168 170 172 174 176 178 180 182 184 186 188

190 193

« ¥ -
211 213 215 217 219 221 223 225 227 229 231 233 235 237 239 241 243 245 247

4“,7?3@:

~ a I I X o a . Y A
MAN S NINUNALDULBDUDIUFDWUFNITTUWIN 230 accession (code 1-248) TaglHasoanune
J A a3 4
"liﬂmu,cmma'law CAS516439; M, 1D ADUIDIATBIHNIYUINTTIU (b X174/ Hinf'1

. ,
(Fermentas, Canada), M, 0 allelic ladder (@, i’ilu:lxiﬁ, A3 1NUINN n5)

CA 524065

249—-‘ Im H | | p “ “

213 215 217 219 221 223 225 227 229 231 233 235 237 239 241 243 245
lU 212 214 216 218 220 222 224 226 228 230 232 234 236 238 240 242 244 246 248

M%M'o"ﬂ

d' a I I &’ o a . ¥ A
MUAN 6 NYNUNALDULDUDIUTDWUFTNITTUWIN 230 accession (code 1-248) Iﬂ81%Lﬂi®QﬁN1ﬂ
14 A adg A
"lzJTﬂnmmallaﬂ CAS524065; M, A9 ALDUIDIATOINNIBUIATIIU (i) X174/ Hinf'1

(Fermentas, Canada), Mzﬁa allelic ladder (3001A ﬁ’u’mﬁ, MINHUINT N5)
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CA 516334

M, 112 114 116 118 120 122 124 126 128 130 132 134 136 1383 140 142 145 147 149 151 153 155 157 159
111 113 115 117 119 121 123 125 127 129 131 133 135 137 139 141 143 ‘146 148 150 152 154 156

167 169 171 173 175 181 183 185 87 189 199 201 203
6677168 170 172 174 176 178 180 182 184 1 x 200 202

Soislillors piglione 221 223 2258897 220 2319233 235-4289 230 241 243 245 247w — o
210 212 214 216 218 220 222 224 226 228 230 232 234 236 238 240 242 244 246 248

Y a2 < j’ £ a . N
MWN 7 ORUWAD LDV UFOHUFATTUNWTA 230 accession (code 1-248) TavlHiaToanne

luTasuanma’last CAS16334; M, Ao ADUIOIATOINANINATIIU O X174/ Hinf

- ,
(Fermentas, Canada), M, o allelic ladder (@ma ?ﬁl‘l,!Nﬁ, A3 19NUINN n5)

GPMS159

5

M e 9 ._ll .14 16 ,.12,, .20 22 24 26 28 30 32 34 36 ek a4z 46

12 15 21 23 25 21-- 29 31 Za. §E— 38 41 45 47

“..'. 'ﬁ‘...... ..m.ooo..-“‘bo

53 56

199 207 209
193 zuu 2.02 204 zoa 208

rb-—-_:"-n

23 24
238 240 242. 244 246“ 248

Wu...

d' a I I &’ o a . ¥ A
MUAN 8 NYNUNALDULDUDIUTDWUFTNTTUWIN 230 accession (code 1-248) Iﬂ81%Lﬂi®QﬁN1ﬂ
14 A adg A
"lzﬂmumwmallaﬂ GPMSI159; M, AD ABULBIATOIHNIGNINTIIU (b X174/ Hinf'1

(Fermentas, Canada), Mzﬁa allelic ladder (3001A ﬁ’u’mﬁ, MINHUINT N5)
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Hpms1 -148

11
6 8 10 12 15
200 — l F

; .
200 202 204 206 208

4 ‘ ’
= ”‘_iJ

4 -
#e3E 235 [ ox 245 247

Y a2 < &l % a A N
MNN 9 NBRUWAD LDV UFOHUFATTUWTA 230 accession (code 1-248) TaglHiaToanine

luTasuanma’lasi Hpms1-148; M, Ao AdULIATOMINGINATIIY O X174/ Hinf ]

v ,
(Fermentas, Canada), M, o allelic ladder (@, ?il‘l,!Nﬁ, A1 19NUINN n5)

Hpms1-143

224.33
218.37

a a I X o 2 . Y A
MUAN 10 YNUNADULDUVDUBDWUTNITUWIN 230 accession (code 1-248) TaglHaToanungy

TauTasuamma’last Hpmsl-143; M, Ao Aldwein3oavmemasg Iy ¢ X174/ Hinf

I (Fermentas, Canada), M, o allelic ladder (a,n fj'mq'f’f, A5 19HUINA N5)
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2. ANNHANHAWIMINUFNIIHYDIFOWUFNTITUNID 230 accession

H Y
A1 He 9109038110090 A aLAaZA WM WU A1 He YOUFOWUFNTIUNGD

0611979 0.473-0.714 Taanseanue luTasuanmalaindwmia CA512275 i1 He gaiiga
1iag GPMS159 1A He @1 ga A1 He (Rag UAUNINDY 0.622 d1m5uA1 PIC wuia1eg luyia
0.414-0.681 Tag CA512275 A1 PIC ganga 1ag GPMS159 A1 PIC dnga A1 PIC 1@g LA
A 0.570 (15199 2) 1ietlszidiuan PT wuniinegluaig 0.1725-0.4907 inseavue lu-
Tasuamna last Adwmis GPMS159 Tisn PIdiigane 0.1725 1oz @i CA516334 T
PI gafigafie 0.4907 mit lauanalfiiudnTomaizwuduniniitid TuIndmdeusuiie

) A /= o 1 I Ao .
A379 douAIuAs 03N luTasusnma lavindwmua GPMS159 1lu 1 Tu 6 uasiidumins

I A 9 A 4 o 1
CA516334 110 1 Tu 2 nazilensivaeu Tasldinsesnune luTasuammalan 10 A

1 = Y A Aaa | A [ 1 o ~
iauﬂuuTemﬁwmuwsnmﬂu”lwﬂmmuﬂuwnﬂu 1 114 434,500 (1159N 3)

@15190 3 A1 Probability of Identity (PI) Tuu@az@riuaazal P 590y Tagtnusiuiu

A I o v ' o
insoarngluTasusnma laviiagdwmniis 91091 P dga ligega

A3 AN A1 PI Tome’ 1 PI 5IUNU Tone’
TuTasusnma'lan 111 ... (ace) 1 1u.... (acc.)
GPMS159 0.1725 6 0.17250000 6
GPMSI171 0.1788 6 0.03084300 32
CAS512275 0.1882 5 0.00580465 172
CAS52065 0.1975 5 0.00114642 872
CA516439 0.2529 4 0.00028993 3449
Hpms1-148 0.3077 3 0.00008921 11209
Hpms1-143 0.3330 3 0.00002971 33662
BMO067271 0.3457 3 0.00001027 97373
CA519548 0.4567 2 0.00000469 213209
CA516334 0.4907 2 0.00000230 434500

1 A Y A Aas | A o A A Y ~ v J
Tomanvznuduninadin TuInilimlounu 1 1u X acc.; 1ilo x Ao dnavidsing lunedu
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3. ANUANTHEMIWHENT TNV IFOWUFNIIUWID 230 accessions

1T oA A .. . . dy @ a o Yy
AAFUANMNNDU (similarity index, ST) VDUFDWUTATIUNWINIIUIU 230 acc. AY
4 4 o [ 1 1 1 1 4 [ 1
3o luIasuynma'lant 10 dwwids woen ST eglusa 0.18-1.00 naziiedanguaie
7% unweighted pair group method with arithematic average (UPGMA) A1 STIMAY 0.18

o ' v o J @ I o a 9 < 1 A 4
ANInIANgNANUAURUTMIRUENITuveuFRUENTTUWS n 1Au 2 ngulvg) aall

2
nqu 1 J5gnoumeiowignIsunan 180 acc. UsznouAI0 Win C. annuum $1uW
146 acc., C. frutescens NUIU 4 acc., C. chinense U 2 ace. C. baccatum MU 2 ace. LA
a { o [] a o ] I 1 [
Wiﬂﬁﬂ\?ulllﬁguslfuﬂ (unknown) 1UIU 26 acc. ﬁ']ﬂJ']ﬁﬂLHJQ@@ﬂL‘]Ju 13 nauaoy (A-M) (11519
A:; d‘ = U [ 3 (%3 a 9 1 a a
WUINN N2-N3) LlaglilﬂllﬁﬂﬂlﬂﬂllﬂﬂaﬂﬂmgﬂW\iﬁmj']l‘l'J“I/lﬂ'] hlﬂllﬂ 1) ﬂ1§L%3QJJWI°UT?°’]ﬂI@\1
N39WN (plant growth habit) 2) $1UIUABNABYE (number of flower per axil) 3) N1FIAN
AUIA0N (pediicel position) 4) ANAUABA (corolla color) 5) YATLMABINNALADN (corolla
Y
yellow spot) 6) aﬂymzmmﬂ'ﬁmﬁmmnmgmmmwamﬂ (calyx margin shape) 7) Ny N
umuu‘%nmgmmmwaw’%ﬂ (calyx annular constriction) 8) AFIAIIA UM UAVDIN (fruit
.. = A 3 A . = 1 i .
position) 9) anale Tadun (mature fruit color) 10) e¥WaLLN (ripen fruit color) LA 11) g‘ﬂﬂiﬁ
U [ U a 4 o [} [ [
Wa (fruit shape) W‘U'J']fnﬁﬂﬂﬂ@quﬁﬂﬁ)’JﬂlliJTﬂill"ﬁﬂlﬂa]lﬁ‘ﬂ 10 AL U ﬁﬂﬂﬂé]ﬂ\‘lﬂﬂﬂ'ﬁﬁ)ﬂ
] a9 a A a 1 dy 1 1 A Aa A 3 A - 1
ﬂﬁqllWiﬂﬂ'JfJ?fﬂﬁ‘Uﬂ@ﬂ TﬂﬂWiﬂ1uﬂquuﬁau1ﬁmLﬂuWiﬂﬂuﬂaummﬂuﬁﬁun (white) g
o J o o a 4 (] @ 1 a % I a a
fnii]@ﬂf}ll@%}'lﬂaﬂ‘l&lﬂ!$1/l’l\1’ﬁﬂ!i’lu31ﬂﬂ'l§uc]ulll’(?ff]@ﬂalﬂﬂﬂurﬁjuv\ﬁﬂ CA1334 ﬁﬁlﬂuWiﬂ%’uﬂ

C. anmuum 301 5zmet Ing hignansodaiingula (amd 11)

nQu 11 ﬂizﬂauﬁ’méaﬁuﬁﬂimvﬁm 50 acc. IHUNTNWiIA C. fiutescens 111U 18
acc. C. chinense 91U 8 acc. C. annuum I1UIN 8 acc. C. baccatum I1UIU 5 acc. LLﬂZWQiﬂﬁETQ
ai521)91ia (unknown) 914U 11 ace. A1NIaLLiseoniilu 4 ngutes (N-Q) (A5 19HUINT
n2-n3) u,azLﬁmﬂdiamﬁwﬁuﬁﬂymzmﬁmgm%m 10 aNHML W‘U'hw?ﬂium:jmﬁdau

=)

] A A ]
TrailunsanlnauaeniludveI9U¥1I (green-white)

J o 1 a d
%1ﬂﬂ1iﬂi?ﬂﬁ@‘ﬂﬂ1ﬂ'JﬁJQﬂgl}fNEU@Qﬂ?iﬁ]ﬂﬂ@ﬂiﬂﬂﬂ?ﬁ')LﬂﬁWﬁﬁﬂT cophenetic

. S . . ' ' o : < J T
correlation WA cophenetic correlation HAumnu 0.81 Fuduaruinuuieaum

v

correlation coefficient L1AZA1 similarity coefficient UAMUFUNUTAULVUNIVAYY LAZUAA
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< J %% o v ] ! 1 1 1 13
Tdunianudunusnuuuumufetedeauysel 3alin10gsznang 0.8-0.9 deuilums
Y oA A D Y ' a Ea '
%ﬂﬂ@u“ﬁa ﬂWﬂfﬂi@l3’]%ﬁ@Uﬂ’]'l?JlﬂL%ﬂﬂJlﬂJﬂ\‘]ﬂWﬁ%ﬂﬂ@uiﬂt’lﬂ'ﬁ’]tﬂﬁ%‘ﬂﬂ'l bootstrap W‘U'Nfl
v 2 1 Y I 1 1 1A A a 9 a o 14 o’
ARNLLA 1-100 Llﬁﬂ\ﬂ‘ﬁ!fﬁl&’ﬂﬂﬁ%ﬂﬂ@uui@ﬂ']ﬁ‘ﬂ%gmﬂllﬂ‘l/mﬁJLl‘U‘U Iﬂﬂﬂmﬂum@il‘ﬂﬂm%

wiangu lduuu@y sUuuviisvesmsdanguuaaslunmeuini ni
4. M3IANQITOWUENIINHAN

Y H 9

VINFONUFNTTUNT NAANBINMNA 230 accession 115151 PowerCore 111501ADN
( dal @ Y . A a a (!
AumuFonugnssH 1A 28 accession (A1519WUINT 14) Taiarsananudvesglunusada

v Y Y
Tunaazdumia Tagwsnna 28 accession HNOAAAATOUAQUNI 42 Dada NAINNNHAINKATY
4 1

(diversity index: H) Y0 WugnNIsunanag 1umsa 0.487-0.881 Taginsoring lu Tasusy

’a o ] A A a0 o A 1 = 1w
ma lanid i CA524065 A1 H gaiiga 11az CA519548 A1 H siiga Uaundeminiy

= = [ = L o g 1A v 3 Y 9

0.754 FafTeumeunua H mdgue udeiugns sunanuanyNuagninanties uaaal
< v K o v W o ¥ o Z v A
AU RUENTTUHANGINITZAUANUNAINHAIBVD UFONUFNT TUNIHNA 13auan (1319

7 4)



v ¥ ¥ 9
M7 4 1WFeURHEUANNHAINHAVBUFONUFNTTUHANALIFOWUFNTTUNINUA
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A3 8AMY UM L%@ﬁu‘gﬂﬁwﬁﬂ L%@ﬁu‘gﬂﬁu%wm
Tulasuanma’last  dada H C-Allele H E-Allele
GPMS171 4 0.792 9 0.635 9
CA519548 3 0.487 4 0.505 4
BM067271 5 0.825 8 0.642 8
CA512275 6 0.855 9 0.740 9
CA516439 4 0.821 11 0.757 11
CA524065 6 0.881 12 0.709 12
CA 516334 4 0.732 5 0.701 5
GPMS159 3 0.661 6 0.581 6
Hpms1-148 4 0.834 10 0.719 10
Hpms1-143 3 0.656 3 0.566 3
59U 42 - 77 - 77
e 4.2 0.754 - 0.656 -

H floA diversity index (Nei, 1973)

C-Allele 914UV

v Y 9
E-Allele $1uug1uuudadanilsinguesrenugnisunirug

'
v A A

panan

;4
ﬂiWﬂaﬂJﬂdl%ﬂWUﬁﬂiiN’ﬂﬁﬂ
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Coeficent

H 1% v J 9 ¥ % a
anﬁ 11 LﬂuiﬂiLLﬂiiJLlﬁﬂ\‘lﬂﬂijJWUﬁ‘lleW‘lJljﬂiiMﬂl@QL%ﬂWH‘ljﬂiiMWiﬂ 230 accession
£y A J o oA . .
mmmmwma'lﬂmmmma"1’cm 10 9UKUI WA cophenetic correlation (1)

1101 0.81
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=S <3 a
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Coefficient

4 { a 1 [ 13 a
MUN 14 MNVIBINMNA 11 W3nngu 1aendv1d druInydunsn C. annuum (H-K)
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Coefficient

H { a J 1 1 =
MNN 15 ANV1BINANN 11 Winngu I aenaud @ nadluwin C. annuum (M-L)
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Fo150

o v A d’ d’ d \ o v
1. mmmmzmmmmaaaanﬂﬂn;jlumiaamJm"laﬂﬂmm‘nma"lammazmgmm

4 o oA o YR [ zg o a o
TuTasusnmalant 10 dwmaiminnlsanunuenugnssunsndiuau 230
y 9 9 ]
accession ATIN WUTIUIUDAAANINNA 42 D0AA (RAY 4.2 DYTZHIN 3-6 DAAAADA MU
1 Y o = Y A 4
alszum 87-323 guud deandesnumsany Iagldinsesnune luTasuammalan
A da g A A ] o v A = ' '
ATIADUAINUNAD UDURINT NNFIMINTINUTIUIUSAa R A TZ1Y 2 -4 0YILHIN 1-8
9ananoa LU (Kwon ef al., 2005; Tam et al., 2005; Yudi et al., 2006; Minamiyama et al.,

2006; Hanacek et al., 2009; Patel et al., 2011)

o o a A = o v do o a A Aq Y = Y
mu’;uaaaamﬂimgnmmﬁu‘wuﬁnummuﬂsummmﬂﬂﬂumiﬁﬂyﬂﬂﬂm
= a N I a ~ a A ) v A ' o o9
ANHIAINUNAD WD TUNTN C. annuum INBIFUAIRYI NUTIUIUDAAAADALHUIUDY (Kwon
et al.,2005; Tam et al., 2005; Yudi et al., 2006; Hanacek et al., 2009; Patel et al., 2011) Wiaie
v a I I a 1 a a
AuMsAnEIAeNunAE e lunsna1eFsila (5 ¥ia) (Minamiyama et al., 2006; Ibiza et al.,

& = = (Y=} [ o ] o w = 1 dydy Y I [
2011) FINUDAQAURNAY 4 LAY 14.5 9aaN9 LK UL A1UA1AL fl]']ﬂﬂ']'iﬁﬂ'kﬂLWa']uGD'mlﬁLTTU’N

'
A A o

v Y
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No. Acc.no. ' Code’ Group3 Type4 Capsicum species5
1 CA579 1 M unknown C. annuum
5 CA743 3 0 sz C. chinense
7 CA747 5 N NnNoq C. baccatum
8 CA752 6 N sz C. baccatum
11 CA759 117 G %ﬁwg“lwqj C. annuum
15 CA772 130 B HeIn C. annuum
16 CA775 131 L HyIn C. annuum
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No Acc.no. ' Code’ Group3 Type Capsicum species5
20 CA787 10 J HeIn C. annuum
27 CA822 137 L %‘HH C. annuum
34 CA892 16 H szau C. annuum
47 CA931 148 D %wm}a C. annuum
57 CA977 157 M %‘I"flﬂ?‘iiyj C. annuum
60 CA985 23 Q unknown C. frutescens
79 CA1066 171 G HoIn C. annuum
81 CA1074 173 G unknown unknown
84 CA1105 28 C %‘I’i‘léalﬁqj C. annuum
85 CA1106 174 G HeIn C. annuum
87  CAIlI3 176 G #h C. annuum
89 CAl1125 177 E unknown unknown
100 CAI1171 33 K unknown C. annuum
112 CAI1190 187 K Fh C. annuum
113 CA1194 112 H HINUY C. annuum
118 CA1204 46 K szauNag C. annuum
122 CA1216 218 H unknown unknown
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148 CA1334 64 outgroup ’eﬁng"lmi C. annuum
150 CA1336 65 Q unknown unknown
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176 CA1386 74 F HeyIn C. frutescens
177 CA1386 237 P %‘HH C. annuum
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No.  Accno. ' Code’ Group3 Type4 Capsicum species5
187 CA1405 81 M HeIn C. annuum

202 CA1435 242 0] WINHYIN C. annuum

203 CA1437 243 P szau C. chinense

214 CA1463 102 M unknown unknown

218 CA1470 244 J %ﬂk&ﬁﬂu C. chinense

221 CA1475 126 A unknown unknown

222 CA1476 127 G unknown unknown

224 CA1483 246 N WINHYY C. annuum
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No. Acc. no.' Code’ Type3 Capsicum species4
1 CA579 1 unknown C. annuum
2 CA645 205 ?]’5’%1 C. annuum
3 CA667 206 %%1 C. annuum
4 CA735 2 unknown C. frutescens
5 CA743 3 1lszau (Wa®11) C. chinense
6 CA746 111 unknown C. baccatum
7 CA747 5 Wnneq C. baccatum
8 CA752 6 Uszau C. baccatum
9 CA756 7 HyIn C. annuum
10 CA758 128 %WLUJ C. annuum
11 CA759 117 %ﬁkﬂﬁﬂj C. annuum
12 CA763 129 %WLUJ C. annuum
13 CA766 8 HoIn C. annuum
14 CAT67 9 %ﬂkﬂﬂt}j C. annuum
15 CAT772 130 HoIn C. annuum
16 CAT7T75 131 HoIn C. annuum
17 CAT7TT7 132 HyIn C. annuum
18 CAT7T79 133 HyIn C. annuum
19 CA780 134 HyIn C. annuum
20 CA787 10 HyIn C. annuum
21 CA791 11 HeIn C. annuum
22 CA799 12 HeIn C. annuum
23 CAS800 135 HyIn C. annuum
24 CA802 207 HoIn C. annuum
25 CA815 136 HyIn C. annuum
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No. Acc. no.’ Code’ Type3 Capsicum species4
26 CAS819 208 Uszan C. annuum
27 CAR22 137 %‘Vil;} C. annuum
28 CA836 122 unknown unknown
29 CA849 14 “IU C. annuum
30 CAS857 138 HyIn C. annuum
31 CAR63 139 unknown unknown
32 CA875 209 %ﬁ Y C. frutescens
33 CA890 15 unknown C. annuum
34 CAR892 16 Uszau C. annuum
35 CAR893 140 HyIn C. annuum
36 CA899 141 152U (cherry) C. annuum
37 CA906 210 Winath C. annuum
38 CA911 17 szau C. annuum
39 CA915 211 Wlaill C. annuum
40 CA918 142 Uszau C. chinense
41 CA919 143 sz C. baccatum
42 CA923 18 HyIn C. annuum
43 CA924 145 Uszan C. baccatum
44 CA925 19 “IU C. annuum
45 CA927 146 %ﬁlﬁ%ﬁ] C. annuum
46 CA929 147 HeIn C. annuum
47 CA931 148 %ywwﬁa C. annuum
48 CA939 149 #h C. annuum
49 CA9%40 150 HeIn C. annuum
50 CA941 151 e/ 3 C. annuum
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No. Acc. no.’ Code’ Type3 Capsicum species4
51 CA942 20 HoIn C. annuum
52 CA952 152 HyIn C. annuum
53 CA957 153 HyIn C. annuum
54 CA965 154 HyIn C. annuum
55 CA968 155 :lgll?ikl C. annuum
56 CA972 156 HyIn C. annuum
57 CA977 157 f‘ﬁwgﬂmj C. annuum
58 CA982 21 f‘ﬁmﬂmj C. annuum
59 CA983 22 %ﬁkﬂﬁi}j C. annuum
60 CA985 23 unknown C. frutescens
61 CA988 120 unknown unknown
62 CA993 24 HyIn C. annuum
63 CA997 158 Uszaunuian C. annuum
64 CA999 159 #h C. annuum
65 CA1000 25 “ijwkflwnj C. annuum
66 CA1003 160 “ﬁyw“lwaj C. annuum
67 CA1023 161 #1h C. annuum
68 CA1026 162 neIn C. annuum
69 CA1029 163 o W/ 3h C. annuum
70 CA1032 26 %ﬂk‘llﬁﬂ C. frutescens
71 CA1033 164 HyIn C. annuum
72 CA1034 165 HyIn C. annuum
73 CA1035 166 HyIn C. annuum
74 CA1049 167 unknown unknown
75 CA1053 168 HyIn C. annuum
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No. Acc. no.' Code’ Type3 Capsicum species4
76 CA1057 212 HeIn C. annuum
77 CA1062 169 HoIn C. annuum
78 CA1064 170 HaIn C. annuum
79 CA1066 171 HaIn C. annuum
80 CA1070 172 HeIn C. annuum
81 CA1074 173 unknown unknown
82 CA1075 27 %%1 C. annuum
83 CA1083 213 5 C. annuum
84 CA1105 28 %‘H‘Iﬂﬁqj C. annuum
85 CA1106 174 HeIn C. annuum
86 CAI1110 175 HeIn C. annuum
87 CAI113 176 3 C. annuum
88 CAl1124 188 unknown unknown
89 CA1125 177 unknown unknown
90 CAl1151 178 neIn C. annuum
91 CA1160 179 HeIn C. annuum
92 CAl161 180 unknown unknown
93 CAl162 29 unknown C. annuum
94 CAll164 181 unknown unknown
95 CA1165 182 unknown unknown
96 CA1166 30 unknown C. annuum
97 CAll167 214 %Wkﬂﬁﬂej C. annuum
98 CA1168 31 %yw”lmy' C. annuum
99 CA1169 32 %yw”lmy' C. annuum
100 CAl1171 33 unknown C. annuum
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No. Acc. no.' Code’ Type Capsicum species4
101 CA1172 215 %‘VTH C. annuum
102 CA1173 34 Ay lng C. annuum
103 CA1176 35 ?ﬁwgiwqj C. annuum
104 CA1179 36 Ay lng C. annuum
105 CA1180 183 %WL} C. annuum
106 CA1181 184 %‘I’TH C. annuum
107 CA1182 121 unknown unknown
108 CAl1184 38 HINU C. annuum
109 CA1186 185 %‘Vi‘g C. annuum
110 CA1187 186 31 C. annuum
111 CA1189 39 unknown C. annuum
112 CA1190 187 3 C. annuum
113 CA1194 112 nIU C. annuum
114 CA1195 41 HIU C. annuum
115 CA1199 42 nIU C. annuum
116 CA1202 216 U C. annuum
117 CA1203 45 HNU C. annuum
118 CA1204 46 IEETM FUeR C. annuum
119 CA1205 47 HITU C. annuum
120 CA1210 48 HITU C. annuum
121 CA1210 217 nINu C. annuum
122 CA1216 218 unknown unknown
123 CA1218 113 HINUY C. annuum
124 CA1221 49 HIU C. annuum
125 CA1222 219 HIU C. annuum
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126 CA1223 220 nINu C. annuum
127 CAI1231 50 Fh C. annuum
128 CA1236 221 MUY C. annuum
129 CA1242 52 HeIn C. annuum
130 CA1245 53 15201 (Nanu9) C. annuum
131 CA1249 116 HINU C. annuum
132 CA1250 55 %‘I’TH C. annuum
133 CA1251 189 %‘I’TH C. annuum
134 CA1253 222 nINU C. annuum
135 CA1257 56 HIU C. annuum
136 CA1262 190 HeIn C. annuum
137 CA1290 191 unknown unknown
138 CA1297 223 szau C. baccatum
139 CA1298 224 ’%‘19//\]1 C. annuum
140 CA1308 225 %‘Hl‘{ C. frutescens
141 CA1319 226 szay C. chinense
142 CA1320 193 Wnneq C. annuum
143 CA1323 227 “ﬁwmu C. frutescens
144 CA1325 125 zay (Tnnev) C. chinense
145 CA1327 61 Uszau C. chinense
146 CA1330 62 unknown C. chinense
147 CA1332 63 unknown unknown
148 CA1334 64 %‘I’T‘Iﬂﬁiyj C. annuum
149 CA1335 228 %‘HH C. frutescens
150 CA1336 65 unknown unknown
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151 CA1339 194 %‘Hlﬂﬁiy C. annuum
152 CA1340 195 ?ﬁm”lmui C. annuum
153 CA1343 229 %WH C. frutescens
154 CA1344 230 %‘I’TH C. frutescens
155 CA1345 231 %‘I’TH C. chinense
156 CA1347 66 unknown unknown
157 CA1347 232 %‘HHLS f C. frutescens
158 CA1348 197 %‘I’iH C. frutescens
159 CA1349 233 %T‘iwgﬂ C. chinense
160 CA1350 198 HeIn C. annuum
161 CA1351 67 %T‘il‘{ C. frutescens
162 CA1352 118 unknown unknown
163 CA1352 234 %‘I’THL% f C. frutescens
164 CA1353 199 HyIn C. annuum
165 CA1361 69 %‘I’TH C. frutescens
166 CA1365 70 unknown unknown
167 CA1365 119 unknown unknown
168 CA1369 200 unknown unknown
169 CA1370 235 %‘VTHLS f C. frutescens
170 CA1373 201 naw C. annuum
171 CA1376 71 unknown unknown
172 CA1376 236 %‘H‘g{ C. frutescens
173 CA1378 72 unknown unknown
174 CA1383 202 unknown unknown
175 CA1385 73 %yw”lmj C. annuum
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176 CA1386 74 HyIn C. frutescens
177 CA1386 237 %‘H‘H C. annuum
178 CA139%4 75 winih C. annuum
179 CA1396 76 Usza C. annuum
180 CA1398 238 %‘I’TH C. frutescens
181 CA1399 77 unknown unknown
182 CA1400 78 %’WHGWQJ: C. frutescens
183 CA1400 239 %‘I’il‘glg f C. frutescens
184 CA1402 79 unknown unknown
185 CA1403 80 1IN C. annuum
186 CA1404 114 neIn C. annuum
187 CA1405 81 1IN C. annuum
188 CA1406 82 HyIn C. annuum
189 CA1407 83 HeIn C. annuum
190 CA1408 84 unknown unknown
191 CA1409 85 neIn C. annuum
192 CA1410 86 %‘Vi‘l;u! C. annuum
193 CA1412 87 Jdn C. annuum
194 CA1415 88 wens 33 C. annuum
195 CAl416 240 %‘Vi‘la‘! C. annuum
196 CA1418 241 %‘Vi‘la‘! C. annuum
197 CA1420 89 Ty (ot C. annuum
198 CA1429 90 %‘VTH C. annuum
199 CAl1432 115 %‘VTH C. annuum
200 CA1433 92 %‘I’T‘Iﬂﬁiyj C. annuum
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No. Acc. no.' Code’ Type3 Capsicum species4
201 CA1434 93 HeoIn C. annuum
202 CA1435 242 HyIn C. annuum
203 CA1437 243 szau C. chinense
204 CA1444 94 unknown unknown
205 CA1445 203 %‘HI"} C. annuum
206 CA1446 95 HyIn C. annuum
207 CA1446 204 unknown unknown
208 CA1447 96 HaIn C. annuum
209 CA1448 97 HoIn C. annuum
210 CA1450 98 %miwqj C. annuum
211 CA1453 99 %T‘il‘{ C. annuum
212 CA1456 100 unknown unknown
213 CA1460 101 %‘Hl;} C. annuum
214 CA1463 102 unknown unknown
215 CA1465 103 unknown unknown
216 CA1467 104 unknown unknown
217 CA1469 105 unknown unknown
218 CA1470 244 “ﬁwmu C. chinense
219 CA1472 245 %‘Vi}‘! C. annuum
220 CA1473 106 unknown unknown
221 CA1475 126 unknown unknown
222 CA1476 127 unknown unknown
223 CA1479 109 neanng C. annuum
224 CA1483 246 “H‘Léiil C. annuum
225 CA1485 110 unknown unknown
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226 CA1486 108 HyIn C. frutescens
227 CA1487 123 Prdn C. frutescens
228 CA1488 124 :lgllﬂkl C. annuum
229 CA1581 247 f‘ligll1ri°tm‘l C. annuum
230 CA1586 248 Uszan C. baccatum
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Plant Number Calyx Calyx
Fruit Pedicel Corolla Corolla
Group Code Acc.no. Species Origin growth of margin annular
type position color spot
habit flower/axis shape constriction
64 CA1334 annuum Thailand %ﬁl“} compact 1 erect green-white  absent  intermediate not clear
A 126 CA1475 unknown Laos unknown erect 1 intermediate white absent  intermediate absent
108 CA1486  frutescens Laos unknown erect 1 erect white absent  intermediate absent
73 CA1385 annuum Thailand %‘Vi Y erect 1 erect white absent intermediate absent
B 134 CA780 annuum Thailand HYIN erect 1-2 pendant white absent  intermediate distinct
139 CAR863 unknown Thailand ~ unknown erect 1 intermediate white absent smooth distinct
130 CA772 annuum Bhutan 1IN compact 1 intermediate white absent  intermediate not clear
C 241 CA1418 annuum Thailand "'l%l"lfi Y erect 1 erect white absent intermediate not clear
96 CA1447 annuum China HeIn compact 1 intermediate white absent intermediate absent
98 CA1450 annuum China %WQ compact 1 intermediate white absent intermediate absent
28 CA1105 annuum Thailand %ﬁ Y erect 1 intermediate white absent - -
142 CA918 chinense Japan ?Jiu g erect 1 intermediate white absent - -
115 CA1432 annuum Japan "%‘lfi Y erect 1 pendent white absent intermediate distinct
8 CA766 annuum Thailand HeIn erect 1 intermediate  green-white absent intermediate present

S8



M51INUINT N2 (71D)

Plant Number Calyx Calyx
Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction

D 150 CA940 annuum Thailand HeIn erect 1 intermediate white absent - -
148 CA931 annuum Thailand %ﬁ Y erect 4 erect white absent - -
153 CA957 annuum Thailand 1IN erect 1 pendant white absent - -

94 CA1444 unknown China unknown erect 1 pendant white absent intermediate absent
186 CA1187 annuum Thailand %‘i’}\l 1 compact 1 intermediate white absent intermediate -
184 CA1181 annuum Thailand %ﬂ U compact 2-4 erect white absent  intermediate -
168 CA1053 annuum Thailand 1IN compact 1 intermediate white absent  intermediate -
145 CA924 baccatum Japan 5 U compact 1-2 intermediate  green-white  absent - -
185 CA1186 annuum Thailand %ﬁ Y prostate 1 erect white absent intermediate -
155 CA968 annuum Thailand %{” Y compact 4 erect white absent - -
154 CA965 annuum Thailand HeIn prostate 1 intermediate white absent - -
18 CA923 annuum Japan HyIn erect 1 intermediate white absent - -
E 161 CA1023 annuum Thailand d“l?% 1 erect 1 pendant white absent dentate -

132 CAT777 annuum China HoIn compact 1 intermediate white absent intermediate distinct
177 CA1125 unknown Thailand unknown compact 1 intermediate white absent - -
163 CA1029 annuum Thailand %ﬁ Y compact 1 intermediate white absent intermediate -
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Plant Number Calyx Calyx
Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction
160 CA1003 annuum Thailand %ﬁl“} compact 1 erect white absent - -
175 CA1110 annuum Thailand HeyIN erect 1 pendant white absent - -
92 CA1433 annuum Japan %ﬁl“} compact 3-4 erect white absent  intermediate not clear
F 195 CA1340 annuum Thailand %‘I’i Y erect 1 erect white absent  intermediate absent
75 CA1394 annuum Japan é‘u ) compact 1 erect white absent  intermediate present
200 CA1369 unknown Thailand  unknown compact 1 erect white absent  intermediate absent
191 CA1290 unknown Thailand  unknown compact 1 erect white - - -
74 CA1386  frutescens  Thailand 1IN erect 1 erect white absent  intermediate absent
165 CA1034 annuum Thailand HoIn compact 1 intermediate  Purple-white  absent  intermediate -
76 CA1396 annuum Japan ﬁ'uq erect 1 erect purple absent  intermediate absent
72 CA1378 unknown Thailand unknown compact 1 erect white absent  intermediate not clear
G 166 CA1035 annuum Thailand HeIn compact 1 intermediate white absent  intermediate -
162 CA1026 annuum Thailand HeIn compact 1-3 intermediate white absent  intermediate -
127 CA1476 unknown Laos unknown erect 1 erect white absent  intermediate absent
190 CA1262 annuum - HeIn compact 1 pendant white absent  intermediate -
172 CA1070 annuum Thailand HeIn erect 1 pendant white absent - -
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Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot

habit flower/axis shape constriction
178 CALll151 annuum Thailand 1IN compact 1 erect white absent - -
171 CA1066 annuum Thailand HeyIN compact 1 intermediate white absent - -
173 CA1074 unknown Thailand  unknown compact 1 pendant white absent - -
176 CAl113 annuum Thailand %‘19/}\] 1 compact 1 intermediate white absent - -
212 CA1057 annuum Thailand HeIn compact 1 pendant white absent  intermediate -
167 CA1049 unknown Thailand  unknown erect 1 pendant purple-white  absent intermediate -
164 CA1033 annuum Thailand 1IN erect 1 pendant purple-white  absent smooth -
174 CA1106 annuum Thailand 1IN erect 1 pendant white absent - -
149 CA939 annuum Thailand %‘i’}\l 1 compact 1 pendant white absent - -
206 CA667 annuum Taiwan %‘ﬂ 1 compact 1 intermediate white - - -
205 CA645 annuum China d“l?% 1 prostate 1 intermediate white - - -
204 CA1446 unknown China unknown compact 1 intermediate white absent  intermediate absent
198 CA1350 annuum Thailand HeIn erect 1 erect white absent  intermediate absent
156 CA972 annuum Thailand HoIn compact 1 intermediate white absent - -
124 CA1488 annuum Laos "%‘lfi Y compact 1 intermediate white - - -
208 CAS819 annuum - 5 U9 erect 1 erect green-white absent  intermediate not clear
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habit flower/axis shape constriction

117 CA759 annuum Thailand %ﬁl“} erect 1 erect white absent  intermediate absent
H 221 CA1236 annuum Taiwan HIU compact 1 intermediate white - intermediate -
219 CA1222 annuum Taiwan HIU compact 1 intermediate white absent  intermediate -
218 CAl1216 unknown Taiwan unknown compact 1 intermediate white absent intermediate -
220 CA1223 annuum Taiwan U erect 1 pendant green-white - intermediate -
217 CA1210 annuum Taiwan HIU compact 1 erect white absent  intermediate -

201 CA1373 annuum Thailand 5 U erect 1 pendant white absent  intermediate distinct
169 CA1062 annuum Thailand 1IN compact 1 intermediate white absent - -
216 CA1202 annuum Taiwan Hu compact 1 erect white absent intermediate -
112 CA1194 annuum Taiwan HNu compact 1 intermediate white absent intermediate -
52 CA1242 annuum Taiwan HeIn erect 1 erect green-white absent intermediate -
49 CA1221 annuum Taiwan U erect 1 intermediate white absent dentate -
56 CA1257 annuum Taiwan U compact 1 intermediate white absent intermediate -
42 CA1199 annuum Taiwan Hu compact 1 erect white absent intermediate -
213 CA1083 annuum Thailand %‘ﬂ 1 prostate 1 pendant white absent - -
55 CA1250 annuum Taiwan %WH compact 1 erect white absent intermediate -
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position color spot
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20 CA942 annuum Thailand 1IN compact 1 intermediate  purple-white  absent  intermediate -

202 CA1383 unknown Thailand  unknown compact 1-2 intermediate white absent  intermediate distinct
183 CA1180 annuum Thailand %ﬁl“} prostate 1 erect white absent  intermediate -
41 CA1195 annuum Taiwan Hu erect 1 erect white absent  intermediate -
38 CA1184 annuum Taiwan U compact 1 intermediate white absent  intermediate -
16 CA892 annuum Japan 5 U compact 1 erect white absent - -
47 CA1205 annuum Taiwan HIU compact 1 intermediate white absent  intermediate -
48 CA1210 annuum Taiwan HIU compact 1 erect white absent  intermediate -
45 CA1203 annuum Taiwan Hu compact 1 erect white absent  intermediate -

11 CA791 annuum - HoIn : . o - absent  intermediate distinct
I 188 CA1124 unknown - unknown = = - - - - -
182 CA1165 unknown Thailand unknown erect 1-2 erect white absent  intermediate -

245 CA1472 annuum Laos %ﬁ Y prostate 1 intermediate white absent  intermediate absent

239 CA1400  frutescens  Thailand "'ldj,‘lfi Y compact 1 erect white absent smooth not clear
223 CA1297 baccatum Taiwan ﬁ'u o prostate 2 intermediate white present  intermediate -

240 CAl416 annuum Thailand zlijﬁ Y erect 1 erect white absent  intermediate present
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Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction
31 CA1168 annuum Thailand %ﬁl“} erect 1-2 erect white absent  intermediate -
J 244 CA1470 chinense Laos %ﬁl“} prostate =3} erect green-white ~ absent  intermediate absent
203 CA1445 annuum China %ﬁl“} compact 1 intermediate white absent  intermediate absent
53 CA1245 annuum Taiwan é‘uq compact 1 erect purple absent  intermediate -
159 CA999 annuum Thailand %‘i’}\l 1 compact 1 pendant white absent - -
50 CA1231 annuum Taiwan %% 1 erect 1 pendant white absent  intermediate -
10 CA787 annuum 3 1IN erect 1 pendant white absent  intermediate present
K 207 CA802 annuum - 1IN compact 1 erect white absent  intermediate present
193 CA1320 annuum Spain é‘u Bl erect 1 intermediate white absent  intermediate present
187 CA1190 annuum Thailand %‘ﬂ 1 compact 1 pendant white absent  intermediate -
93 CA1434 annuum Vietnam HeIn compact 2-4 erect white absent  intermediate not clear
151 CA941 annuum Thailand HeIn erect 1 intermediate white absent - -
39 CA1189 annuum Thailand unknown erect 1 intermediate white absent  intermediate -
46 CA1204 annuum Taiwan ﬁ'u gl compact 1 erect purple absent  intermediate -
27 CA1075 annuum Thailand %‘ﬂ 1 erect 1 pendant purple-white  absent - -
95 CA1446 annuum China HeIn compact 1 intermediate white absent  intermediate absent
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33 CAl1171 annuum Thailand ~ unknown erect 1 erect white absent  intermediate -

17 CA911 annuum Japan 5 U compact 1 erect white absent - -

L 147 CA929 annuum Japan HeIn compact 1 intermediate white absent - -
146 CA927 annuum Japan %‘I’i Y erect 4 erect white absent - -
131 CA775 annuum China HeIn compact 1 pendant white absent intermediate distinct
152 CA952 annuum Thailand HeIn erect 1 erect white absent - -
129 CA763 annuum Thailand %ﬂl“} compact 7-8 erect white absent  intermediate not clear
128 CA758 annuum Thailand %ﬂl“} erect 1 erect white absent  intermediate absent
121 CA1182 unknown Taiwan unknown - 1 erect white absent intermediate -

79 CA1402 unknown Thailand unknown erect 1 erect white absent intermediate distinct
170 CA1064 annuum Thailand HeIn compact 1 pendant white absent - -
141 CA899 annuum Japan ?Jiu q erect 1 erect white absent - -

140 CA893 annuum Japan HeIn compact 1 intermediate white absent - -
210 CA906 annuum Japan %‘ﬂ 1 compact 1 pendant white absent - -
194 CA1339 annuum Thailand %‘lfi Y compact 1 erect white absent intermediate not clear
189 CA1251 annuum Taiwan %WH compact 1 erect white - intermediate -
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136 CAS815 annuum y HoIn erect 3-6 intermediate white absent intermediate not clear
116 CA1249 annuum Taiwan nNU compact 1 erect white - intermediate -
113 CA1218 annuum Taiwan HIU compact 1 intermediate white absent  intermediate -
211 CA915 annuum Japan " léu - 5 - = absent - -
199 CA1353 annuum Thailand HoIn compact 1 pendent white absent intermediate not clear
106 CA1473 unknown Laos unknown erect 1 erect white absent intermediate absent
179 CA1160 annuum Japan neIn erect 1-3 pendant white absent  intermediate -
158 CA997 annuum Taiwan 5 U9 compact 1 erect white absent - -
137 CAR22 annuum - 2ﬁ‘ril“} erect 1 erect white absent dentate not clear
133 CAT779 annuum China HeIn compact 1 erect white absent intermediate distinct
97 CA1448 annuum China HeIn compact 1 intermediate white absent intermediate absent
36 CA1179 annuum Thailand %ﬁ Y compact 1 erect green-white absent intermediate -
138 CA857 annuum Thailand HyIn erect 4-6 erect white absent smooth present
135 CAS800 annuum - HeIn compact 1 erect white absent intermediate distinct
19 CA925 annuum Japan U erect 1 intermediate white absent - -
15 CA890 annuum - unknown - - - - absent - -
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Plant Number Calyx Calyx
Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction
14 CA849 annuum Thailand HIU compact 1 pendant green-white  absent  intermediate not clear
7 CA756 annuum Hungary HeyIN erect 1-2 3 white - - present
M 102 CA1463 unknown Thailand ~ unknown erect 1 erect white absent  intermediate absent
103 CA1465 unknown Thailand unknown erect 1 erect white absent intermediate absent
101 CA1460 annuum Thailand %ﬁ i compact 1 erect white absent intermediate absent
100 CA1456 unknown Thailand ~ unknown erect 1 erect white absent  intermediate absent
104 CA1467 unknown Thailand ~ unknown erect 1 erect white absent  intermediate absent
99 CA1453 annuum Thailand %ﬂl“} compact 1 erect white absent  intermediate absent
236 CA1376  frutescens  Thailand %ﬁ Y compact - erect green-white absent intermediate not clear
215 CAl1172 annuum Thailand %{” Y erect 1 erect white absent intermediate -
214 CAl1167 annuum Thailand %ﬁ Y erect 1 erect white absent intermediate -
80 CA1403 annuum Thailand HeIn erect 1 intermediate white absent intermediate absent
87 CAl1412 annuum Thailand %ﬁ Y erect 1 erect white absent intermediate absent
85 CA1409 annuum Thailand HoIn erect 1 erect white absent dentate absent
29 CAl162 annuum Thailand unknown erect 1 erect white absent intermediate -
35 CA1176 annuum Thailand %WH erect 1 erect white absent intermediate -
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Plant Number Calyx Calyx
Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction
86 CA1410 annuum Thailand %ﬁl“} erect 1 intermediate white absent  intermediate not clear
84 CA1408 unknown Thailand ~ unknown erect 1 erect white absent  intermediate not clear
25 CA1000 annuum Thailand %ﬁl“} erect 1 erect white absent - -
82 CA1406 annuum Thailand HoIn compact 1 intermediate white absent smooth absent
81 CA1405 annuum Thailand HeIn compact 1 intermediate white absent intermediate not clear
24 CA993 annuum Thailand HeIn erect 1 intermediate white absent - -
9 CA767 annuum Thailand %ﬂ U erect 1 erect white absent  intermediate absent
181 CAll164 unknown Thailand ~ unknown erect 1 erect white absent  intermediate -
180 CAlle6l unknown Thailand unknown erect 1 pendant white absent intermediate -
157 CA977 annuum Thailand %{” Y erect 1 erect white absent - -
114 CA1404 annuum Thailand HeIn erect 1 intermediate white absent intermediate present
83 CA1407 annuum Thailand HeIn erect 1 intermediate white absent intermediate not clear
89 CA1420 annuum Thailand %WQ erect 1 erect white absent intermediate absent
34 CA1173 annuum Thailand %’H Y erect 1 erect white absent intermediate -
22 CA983 annuum Thailand %‘lfi Y erect 1 erect white absent - -
110 CA1485 unknown Laos HeIn compact 1 intermediate white absent intermediate absent
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Plant Number Calyx Calyx
Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction
88 CA1415 annuum Thailand HoIn erect 1 erect white absent intermediate present
32 CA1169 annuum Thailand %ﬁl“} erect 1 erect white absent  intermediate -
30 CA1166 annuum Thailand unknown erect 1-2 erect white absent  intermediate -
21 CA982 annuum Thailand %ﬂ Y erect 1 erect white absent - -
12 CA799 annuum ¥ HoIn erect 1 intermediate white absent intermediate distinct
1 CA579 annuum = unknown = N - - - - -
N 143 CA919  baccatum Japan 5 U erect 1 erect green-white  absent - -
111 CA746  baccatum Hungary unknown prostate 1 - green-white = - distinct
248 CAI1586  baccatum  Costa Rica éuq erect - = - - - -
246 CA1483 annuum Laos " ‘13; U erect 1 intermediate white absent intermediate absent
247 CA1581 annuum Mexico %‘Vi‘g} erect = - - - - -
222 CA1253 annuum Taiwan HINU compact 1 intermediate white - intermediate -
122 CA836 unknown - unknown prostate 1 erect green-white  present dentate not clear
6 CA752 baccatum Hungary ?Jiu g erect 1 erect green-white - - present
5 CA747 baccatum Hungary ﬁ'u o compact 1 erect green-white - - present
(0] 242 CA1435  annuum Thailand HeIn compact 1 pendant white absent intermediat absent
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Plant Number Calyx Calyx
Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction

225 CA1308  frutescens Vietnam %‘HE erect 1 erect green-white  absent - -
125 CA1325 chinense Bolivia 5 U compact =3} intermediate ~ green-white  absent  intermediate absent
62 CA1330 chinense Thailand unknown  compact 2-4 erect green-white  absent dentate not clear
61 CA1327 chinense Costa Rica ’S U9 compact 1-3 intermediate  green-white absent intermediate absent
3 CA743 chinense Hungary 5 U9 compact 2 erect green-white - - present
P 243 CA1437 chinense Philippines 5 U compact 1-5 erect green-white  absent  intermediate distinct
237 CA1386 annuum Thailand %‘Hu‘i erect 1 erect white absent dentate absent
233 CA1349 chinense Thailand %‘Hu‘i prostate 1 erect green-white  absent  intermediate present
238 CA1398  frutescens Thailand "’dlallﬂ Y erect 1-2 erect green-white ~ absent  intermediate absent
232 CA1347  frutescens Thailand ‘ldjﬂ Y compact . erect green-white absent intermediate not clear
231 CA1345 chinense Thailand %‘H Y prostate 1 erect green-white absent intermediate present
228 CA1335  frutescens Thailand %‘Hi‘l‘i prostate 1 erect green-white absent intermediate not clear
227 CA1323  frutescens Columbia %‘Hl“‘l erect 1 erect green-white  absent intermediate not clear
235 CA1370  frutescens Thailand ‘ldjﬂ Y prostate 1 erect green-white absent intermediate not clear
234 CA1352  frutescens Thailand ‘ldj”ﬂ Y compact - erect green-white absent intermediate not clear
226 CA1319 chinense Peru ’SIL!G] compact 1-4 erect green-white absent smooth absent
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Plant Number Calyx Calyx
Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction
229 CA1343  frutescens  Thailand %ﬁl“} prostate 1 erect green-white  absent - -
230 CA1344  frutescens  Thailand %ﬁl“} erect 1 erect green-white ~ absent  intermediate not clear
224 CA1298 annuum Taiwan C‘%‘i’f\h erect 1 erect white - intermediate -

Q 209 CA875 frutescens = %‘I’i Y erect 1-2 erect green-white  absent smooth absent
197 CA1348  frutescens  Thailand %ﬁ i erect 1 erect green-white absent intermediate not clear
123 CA1487  frutescens Laos %ﬂl“} erect 1 erect green-white - - -
120 CA988 unknown Thailand  unknown erect 1 erect green-white - - -

119 CA1365 unknown Thailand  unknown erect 1-2 erect green-white  absent dentate not clear
118 CA1352 unknown Thailand unknown compact - erect green-white absent intermediate not clear
90 CA1429 annuum Thailand %{” Y erect 1-2 intermediate  green-white absent intermediate not clear
77 CA1399 unknown Thailand unknown erect 1 erect white absent intermediate distinct
78 CA1400  frutescens  Thailand %ﬁ Y compact 1 erect white absent smooth not clear
65 CA1336 unknown Thailand  unknown erect 1 erect green-white  absent intermediate absent
105 CA1469 unknown Laos unknown erect 1 erect green-white absent intermediate absent
109 CA1479 annuum Laos HeIn erect 1 pendant white absent intermediate absent
71 CA1376 unknown Thailand unknown compact - erect green-white absent intermediate not clear
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Plant Number Calyx Calyx
Pedicel Corolla Corolla
Group  Code Acc.no. Species Origin Fruit type growth of margin annular
position color spot
habit flower/axis shape constriction
67 CA1351  frutescens  Thailand %WL“} erect 1-2 erect green-white  absent dentate distinct
66 CA1347 unknown Thailand  unknown compact = erect green-white ~ absent  intermediate not clear
70 CA1365 unknown Thailand  unknown erect 1-2 erect green-white  absent dentate not clear
69 CA1361  frutescens  Thailand n Y erect 1 erect green-white ~ absent  intermediate not clear
63 CA1332 unknown Thailand unknown erect 1-2 erect green-white absent intermediate not clear
23 CA985 frutescens ~ Thailand ~ unknown ; - erect green-white  absent - -
26 CA1032  frutescens  Thailand %WL“} compact 1 erect green-white  absent  intermediate -
2 CA735 frutescens - unknown e < - - absent  intermediate present

winemg gruanlumsiiufindeyadnyuznemuiisaiu (IBPGR, 1983) lumawuin «
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Fruit color at

Fruit color at

Group  Code Acc.no. Fruit position . Fruit shape
mature ripen

64 CA1334 erect green red elongate

A 126 CA1475 declining green red elongate
108 CA1486 erect green red elongate
73 CA1385 erect green red elongate

B 134 CA780 pendant green red elongate
139 CA863 intermediate green red oblate
130 CA772 intermediate green red bell or blocky

C 241 CA1418 erect green red elongate
96 CA1447 intermediate green red elongate
98 CA1450 intermediate green red campanulate
28 CA1105 declining green red elongate
142 CA918 intermediate green - bell or blocky
115 CA1432 intermediate green red elongate

8 CA766 intermediate green = bell or blocky

D 150 CA940 intermediate green orange elongate
148 CA931 erect yellow red elongate
153 CA957 declining green red elongate
94 CA1444 declining green red elongate
186 CA1187 pendant green red elongate
184 CAl1181 erect green red elongate
168 CA1053 declining green red elongate
145 CA924 declining green - campanulate
185 CA1186 erect green red elongate
155 CA968 erect green orange elongate
154 CA965 declining green orange elongate
18 CA923 intermediate green - conical

E 161 CA1023 declining green red elongate
132 CAT777 declining green red conical
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Fruit color at

Fruit color at

Group  Code Acc.no. Fruit position . Fruit shape
mature ripen
177 CA1125 declining green red conical
163 CA1029 declining green red elongate
160 CA1003 erect green red elongate
175 CA1110 declining green red elongate
92 CA1433 erect green red elongate
F 195 CA1340 erect green red elongate
75 CA1394 erect green red elongate
200 CA1369 erect green red elongate
191 CA1290 erect green red and orange elongate
74 CA1386 erect green red elongate
165 CA1034 declining green red elongate
76 CA1396 erect green red oblate
72 CA1378 erect green red elongate
G 166 CA1035 declining green red elongate
162 CA1026 declining green red conical
127 CA1476 erect green red elongate
190 CA1262 pendant green red elongate
172 CA1070 declining green red conical
178 CAl1151 intermediate green red conical
171 CA1066 declining green red elongate
173 CA1074 declining green red elongate
176 CAI1113 declining green red elongate
212 CA1057 declining green red conical
167 CA1049 declining green red elongate
164 CA1033 declining green red elongate
174 CA1106 declining green red elongate
149 CA939 declining green red elongate
206 CA667 intermediate green - campanulate
205 CA645 intermediate green red elongate
204 CAl446 intermediate green red campanulate
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Fruit color at

Fruit color at

Group  Code Acc.no. Fruit position . Fruit shape
mature ripen
198 CA1350 Erect green red elongate
156 CA972 declining green red elongate
124 CA1488 intermediate green red elongate
208 CA819 erect yellow - conical
117 CA759 erect green red elongate
H 221 CA1236 pendant green red bell or blocky

219 CA1222 intermediate - orange bell or blocky
218 CA 1216 intermediate green red bell or blocky
220 CA1223 pendant green red elongate
217 CAI1210 intermediate green red bell or blocky
201 CA1373 declining green red round

169 CA1062 declining green red elongate
216 CA1202 erect green e bell or blocky
112 CA1194 intermediate green red and orange  bell or blocky
52 CA1242 erect green orange bell or blocky
49 CA1221 erect green red conical

56 CA1257 erect green red bell or blocky
42 CA1199 erect green red bell or blocky
213 CA1083 intermediate green red -

55 CA1250 erect green red conical

20 CA942 declining green orange conical
202 CA1383 declining green red bell or blocky
183 CA1180 erect green red elongate

41 CA1195 erect green red conical

38 CA1184 intermediate green red and orange  bell or blocky
16 CA892 erect yellow red round

47 CA1205 intermediate green red bell or blocky
48 CA1210 intermediate green red bell or blocky
45 CA1203 intermediate green red and orange  bell or blocky
11 CAT91 - - - -
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Fruit color at

Fruit color at

Group  Code Acc.no. Fruit position . Fruit shape
mature ripen
I 188 1124CA : = - -
182 CALll165 erect green red elongate
245 CA1472 intermediate green red elongate
239 CA1400 erect green red elongate
223 CA1297 intermediate green red elongate
240 CAl416 erect green red elongate
31 CA1168 erect green red elongate
J 244 CA1470 erect green red elongate
203 CA1445 intermediate green red campanulate
53 CA1245 erect purple red and orange conical
159 CA999 declining green o elongate
50 CA1231 pendant green red elongate
10 CA787 intermediate green red elongate
K 207 CA802 intermediate green red elongate
193 CA1320 declining green red round
187 CA1190 pendant green red elongate
93 CA1434 erect green red elongate
151 CA9%41 declining green orange elongate
39 CA1189 pendant green yellow elongate
46 CA1204 erect purple red conical
27 CA1075 declining green red elongate
95 CAl446 intermediate green red campanulate
33 CA1171 erect green red elongate
17 CA911 erect yellow red elongate
L 147 CA929 intermediate green red bell or blocky
146 CA927 erect green red elongate
131 CA775 intermediate green red conical
152 CA952 intermediate green orange conical
129 CA763 erect yellow red elongate
128 CA758 erect green - elongate
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Fruit color at

Fruit color at

Group  Code Acc.no. Fruit position . Fruit shape
mature ripen

121 CA1182 intermediate green orange bell or blocky
79 CA1402 intermediate green orange elongate
170 CA1064 declining green red elongate
141 CA899 erect green - round
140 CA893 declining green red elongate
210 CA906 pendant green red and orange elongate
194 CA1339 erect green red elongate
189 CA1251 erect green red elongate
136 CA815 declining green red conical
116 CA1249 erect green orange and yellow  bell or blocky
113 CA1218 pendant green red and orange bell or blocky
211 CA915 - 3 - -

199 CA1353 declining green red conical
106 CA1473 erect green red elongate
179 CA1160 pendant green red elongate
158 CA997 erect green orange elongate
137 CA822 erect green red elongate
133 CA779 intermediate green red bell or blocky
97 CA1448 intermediate green red elongate

36 CAI1179 erect green red elongate
138 CA857 declining green red elongate
135 CA800 intermediate green red elongate

19 CA925 declining green orange bell or blocky
15 CA890 - - - -

14 CA849 erect green red elongate

7 CA756 intermediate green red conical

M 102 CA1463 erect yellow red elongate

103 CA1465 erect yellow red elongate
101 CA1460 erect yellow red elongate
100 CA1456 erect yellow red elongate
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Fruit color at Fruit color at
Group  Code Acc.no. Fruit position . Fruit shape
mature ripen

104 CA1467 erect yellow red elongate
99 CA1453 erect yellow red elongate
236 CA1376 erect green - elongate
215 CA1172 erect green red elongate
214 CAl167 erect green red elongate
80 CA1403 intermediate green orange elongate
87 CAl1412 erect green red elongate
85 CA1409 intermediate green orange elongate
29 CAl162 erect green red elongate
35 CA1176 erect green red elongate
86 CA1410 intermediate green orange elongate
84 CA1408 declining green orange elongate
25 CA1000 erect green red elongate
82 CA1406 declining green orange elongate
81 CA1405 declining green orange elongate
24 CA993 declining green red elongate
9 CA767 erect green red elongate
181 CAl164 erect green red elongate
180 CALll6l erect green red elongate
157 CA977 erect green red elongate
114 CA1404 erect green orange elongate
83 CA1407 declining green orange elongate
89 CA1420 erect green red elongate
34 CA1173 erect green red elongate
22 CA983 erect green red elongate
110 CA1485 declining green red elongate
88 CA1415 erect green red elongate
32 CA1169 erect green red elongate
30 CA1166 erect green red elongate

21 CA982 erect green red elongate
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Fruit color at

Fruit color at

Group  Code Acc.no. Fruit position . Fruit shape
mature ripen
12 CA799 declining green red elongate
1 CAS79 P - - -
N 143 CA919 erect yellow - conical
111 CA746 - green red oblate
248 CA1586 intermediate green yellow elongate
246 CA1483 intermediate green red elongate
247 CA1581 - - 3 -
222 CA1253 intermediate green red bell or blocky
122 CA836 intermediate green orange oblate
6 CA752 erect green red conical
5 CA747 intermediate green red and brown round
(0] 242 CA1435 pendant green red elongate
225 CA1308 erect green red elongate
125 CA1325 declining green red oblate
62 CA1330 Intermediate green red campanulate
61 CA1327 intermediate green red campanulate
3 CA743 < green yellow oblate
P 243 CA1437 intermediate green red and orange campanulate
237 CA1386 erect green red elongate
233 CA1349 - green red elongate
238 CA1398 pendant green red and orange elongate
232 CA1347 erect green red elongate
231 CA1345 erect green red elongate
228 CA1335 erect green orange elongate
227 CA1323 erect green red elongate
235 CA1370 erect green red and orange elongate
234 CA1352 erect green red elongate
226 CA1319 erect green orange round
229 CA1343 erect green red elongate
230 CA1344 erect green red and orange elongate
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Fruit color at

Fruit color at

Group  Code Acc.no. Fruit position . Fruit shape
mature ripen

224 CA1298 pendant green red oblate

Q 209 CA875 erect green red elongate
197 CA1348 erect green red elongate
123 CA1487 erect green red elongate
120 CA988 erect green 2 elongate
119 CA1365 intermediate green red and orange elongate
118 CA1352 erect green red elongate
90 CA1429 erect green red elongate
77 CA1399 intermediate green red conical
78 CA1400 erect green red elongate
65 CA1336 Erect green red and orange elongate
105 CA1469 erect yellow red elongate
109 CA1479 declining green red elongate
71 CA1376 erect green 3 elongate
67 CA1351 erect green red elongate
66 CA1347 erect green red elongate
70 CA1365 intermediate green red and orange elongate
69 CA1361 erect green red elongate
63 CA1332 erect = red elongate
23 CA985 erect yellow - elongate
26 CA1032 erect green - elongate

2 CA735 - - - -

UGG @wﬁﬂslumiﬁuﬁﬂ%gaﬁﬂymwNﬁ’mﬁ%mu (IBPGR, 1983) Tunanuin v
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Ace. no. GPMS171 CAS519548 BMO067271 CAS512275 CA516439 CA524065 CAS516334  GPMS159 Hpms1-148 Hpms1-143
CA722 293,319,323 189 277 99 167 237 258 282 185,195 245
CA743 323 187 295 93 159 231 231 282,312 185,207 219
CA747 319 189 310 87 159 211 231 290 207,211 -
CA752 319 189 310 87 159 225 231 290 195,207 -
CA759 319 189,193 277,295,304 99 169 237 258 282,290 185,195 171
CAT775 293,319,323 189 304 101 169 231,237,240 240 290 185,195 219
CA787 293 189 295 99 159,169 243 249 282,290 185,195 -
CA931 293 189 277,295,304 101 159 240,243 249 282,290 207 219
CA977 319,323 189 304 99 159 = 258 290 185,195 219
CA985 289 187 316 93 143 225 231 290,312 185,211 171
CA1066 293 189 295,304 105 159 237 258 282 185,195,211 219
CA1074 293,319 189 304 105 167 225 258 290 185,195,211 219
CA1106 293 189 277,295,304 101 143,167,169 237,240 258 282 185,195,207,211 219
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Acc.mo.  GpMSI7I CAS519548  BMO67271  CAS512275  CAS516439 CA524065  CA516334  GPMSI159 Hpms1-148 Hpms1-143
CAl113 293 189 295 105 167,169 240,243 258 288 185,195,211 219
CA1125 319 189 295 101 159 240 249 312 185,195,211 245
CAI1334 289323 189 304 87,105 169 231,237 231 288 185,195 245
CAI1336 289 187 316 87 159 231 231,249 282312 185211 171
CAI1339 293 189 304 99 159,167 240 258 288 185,195,207,211 219
CAI1350 293 189 277,295,304 101 159,167,169 237 249 282,288 185,195,211 219
CAI1352 293 187 310 91 143,159 231 231 312 185,195 171
CA1376 319 189 304 91,99 169 237,240 231,249 288 185,195 219
CA1386 319 189 310 91 143,169 237 231 288 185,195,207 171
CA1435 - 187 304 93 167 211 240 288 185,195,207 219
CA1437 289 187 - 91 143,159 211,237 231 288 185,207 171
CA1470 293,323 193 277,295,304 99 159,169 211,243 231,249 288 185,195,211 219
CA1475 319 193 277,295 105 169 237 258 288 185,207 219
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Acc.mo. GpMS171 CAS519548  BMO67271  CA512275  CA516439 CA524065 CA516334  GPMSI59 Hpms1-148 Hpms1-143

CA1476 319 189 304 99,105 169 237 258 288 185,211 219

CA1483 319 189 295 87 159 211 231 282 185,207,211 -
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Primer Clone# Acc. Ladder Size
GPMS 171  El-4  CA924 322.79
E3-3  CA773 < 293.56
E4-7  CAI324 p— 288.46
CA519548  3-10  CA9IS 203.29
69  CA940 - 192.77
4-10  CA919 ﬁ;; 189.27
2-1  CAI1057 187.33
BM 067271  DI-3  CAI317 315.76
D3-1  CA758 304.84
D59  CA957 293.51
CA515275  Cl-9  CAI1057 105.35
C2-1  CA779 101.34

C3-1  CA758 99.29

C4-7  CA9IS e 93.92

C5-3  CAl317 i 92.18

C6-2  CA893 87.89

CA 516439 67  CA952 169

54 CA939 166.45
17 CA822 161.81
-6 CAS822 159.89
Hpms 1-143  A2-1  CA1062 224.33
A5-6  CA857 218.37
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Primer Clone# Acc. Ladder Size
CA 524065 61  CAll64 239.35
59  CA1029 23721

-1 CA893 235.05

46 CA941 232.47

58  CA1029 23033

74 CAI1348 22626

87  CA919 | 221.98

28 CA924 216.67

CA516334  F1-9  CAI1035 257.49
F3-9  CA779 249.63

F5-10  CA893 24025

GPMS 159 427  CA800 325.53
13 CA758 299.19

63  CA924 : 289.85

95  CA939 281.61

82  CA919 274.47

Hpms 1148 B2a-7  CA1348 3} 211.41
B2b-1  C11348 = 207.22

B4-1  CA779 8. 194.92

B6-1 CA1317 183.86
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GPMS171 289 19 0.08
293 127 0.52
319 80 0.33
323 16 0.07
CA519548 187 38 0.15
189 166 0.67
193 42 0.17
BMO067271 277 34 0.11
295 61 0.20
304 156 0.51
310 32 0.10
316 23 0.08
CA512275 87 23 0.10
91 25 0.11
93 9 0.04
99 105 0.47
101 40 0.18
105 22 0.10
CA516439 143 26 0.10
159 103 0.41
167 81 0.32
169 44 0.17



MS1INUINT N6 (AD)

114

A3 AN VUIAUD UIUsaRaLARY AwHcada
TuTasusnma'lart gaaa AN UAAE AU
CA52065 211 11 0.05
225 7 0.03
231 27 0.11
237 121 0.51
240 49 0.21
243 20 0.09
CA516334 231 59 0.25
240 20 0.09
249 103 0.44
258 51 0.22
GPMS159 282 35 0.13
288 180 0.69
312 45 0.17
Hpms1-148 185 220 0.43
195 157 0.31
207 62 0.12
211 72 0.14
Hpms1-143 171 34 0.15
219 140 0.63
245 47 0.21
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nanlumsiuiindoyadnyarmMeduisaIu (IBPGR, 1983)

1. Plant growth habit

Prostrate Intermediate (compact) Erect
2. Number of flower per axil

3. Flower position

Pendant Intermediate Erect

4. Corolla color

White, Green- white, Lavender, Blue, Violet (purple) and Other

5. Corolla spot

Absent and Present
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6. Calyx margin

cfi,» __ A4

Smooth Intermediate Dentate

7. Calyx annular constriction

Absent Present

8. Fruit color at immature stage

Green, Yellow, Orange, Red, Purple, Brown, Black and Other

9. Fruit color at mature stage

Green, Yellow, Orange, Red, Purple, Brown, Black and Other

10. Fruit shape

Elongate Oblate
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