213551

¥ - ¥
- oo a 1 o'
anndluan Weves I 1s Tuuua S8na woununusa Wod lmmuda unfisesiia ed
o § A = o < o a - @ 4 a ' [ v I .
Yassier) iWouend Tunudds uendi lutloFnu Infiunuduaz wons Tuilu taudlnd1 Wunquiyenelsn
a o dea o, o ' a o A o o o [y 4 < e A
USiudnianudigyaensfauaznisdiiuveddsaliviudsney dagilseasdvesmsfnytiiieny
; ' ‘;l A e at o v & o a o o o
anugnvsuvenguil lasdifiderfuasanuduiuifuanuguussveslsadsiuddmay luermmias
3121y
ad o o LY [} o v [y a v Jdo A
Fduiiuns eraadasgautisesnidlu 3 nguauszduanuiuusves lsadiiudsniay fe
s oA ' A Ao o d ° voa 391 a o oo A"wn
ngud 1 nqueuguiliantazlSiududas sd o 20 au ngui 2 aqudihelsalsiudsnmuiFedila
] ' i v 1 a o do § o = o ¢
@ntter 20 au uazngui 3 nqufiholimiSdudsniruieswiiathunansiiaguuss 20 au Tasdarm
= Y & 1 C) o = g & aw ¢ (a 9 - A T
adin ldunnnudnssunien szRunstainizveaiiemelIvua UTina (Fevaz) nsiiienssnainges
& v ay A A a o o = I3 o’/’ o o a a9 Y A o
imlenndaldinseaiensantsiuduas Sunm Gesaz) fulen imiuihmainuasugaunidlamlenis
° A . aw o ° ' A g = o do o ] ' o [ Y
dAumisfanzlSiuduiwswazdunidaniulsalsduasnirutendiediaunazdwmiaingsin
Ay Y o A A 4
AYNUBUFBAIEITHT O ‘
5 as o 3 4 = J 3
wansane nuwwa Iumnduiuissnhamugnvoude 3 ¥ila (nquiua) feienes s
a a a 4 ' o ‘ Pl 4 a - ' - (- o
Tuuue 399080 Weunuuisar ved lamudauasiyens Tl wudlaa dussAuanuguusaveslsn

o @ o o @ a

¥
UinudSniruieszduyanauazszfudumiseduiifoddymenda Tasasewuanugn Gevaz) u
' ¥ y
seRuyARRIINNGUT 1, 2 uag 3 veurenes v Ts Tuuua Sa¥anda wiffu 45, 85 uaz 95 (p<0.01) iyeuny
- e 4 - 1 1T
nusar e lemuda irdu 0, 75 wag 95 (p<0.001) wazi¥ens 1udun taud Iaar midy 10, 30 uas 80
¥
oo ] @ o [ 9 o 4
(p<0.001) a1y danlusedudumisnudosas 11.7, 35.8 uag 792 (p<0.001) dwiuFowed vl
y
Tuwua 365180 Youas 0, 31.7 wag 70.8 (p<0.001) dmFuwoununusal Wod lumuda uazdosaz 1.7,
14 : ]
9.2 uaz 50 (p<0.001) dmFuiions Tl wuRTad awddy definsandmnuduiuifudmendin
¥ L4 bl )
wududena 3 siladanuduiuifudmenatinds 4 siaeduiifoddy lussdudumia (p<0.05) e
¥ M ¥ '
Anssnmsegsufuvsutenguiuaiia 3 silalungui 1, 2 uaz 3 sefuyaranuanuygniosas o, 15,
e o ' o o & ar « ar < Qs L4
way 75 sedudumiederas 0, 4.2 uag 38.3 awd iy FeduiuifuanuguusweslsauTiudsniay
o’/’ v @ Jdw 1 aa n’/’ o 9/ o o oA '
(p<0.001) T eFuRUTAUAIMNATLNN 4 ¥ila sndunnuynIzAvYAnanUN1ITilaenssnIINI 8
A o tIBI & - L I A u’l’ o o Ay = = o ~ o
mienndlmaTeslions1nsiuamniu (p<0.001) dmSuanugnvsuelen lULUFTY uanh lully
- = d o w da A w ar a ° ] 1 Q’l‘ ]
Fimuladunud dufuifuaiugunssveslsalSiudsnmmawiz lussdudwnmiuviniy Tdwy
o o o Y @ o v J { " @
anuduiuiluszduyana Taswuanugnsedudumdalungud 1,2 uas 3 whiudesas 0.8, 10 uay 16.7
o o J -~ a o ) @ - ~ o to o w0 aa
AN (p<0.05) AngnveuFeuenf Tunudda uead TulsSmu Inliunud Liduiuifusmeadiin
o‘;’ - ] o ¥ o’: = [} oo o ' {
#1414 wila (p<0.01) o6 lsdammunIwgnYe uFeTs 4 wila lungdu TsmlSuddnuru (nquit 2 uag 3) g
] ] i v o ] 4 ] 4 o VoA a o o
aivlungudi bidluTsa uazlundud 2 uaz 3 wudh awgnveude ludwmisidluTsadsudsnauge
ahludumisiignnzalSiududause adwihfodiameada (p<o.001)
t4
aqd msfinuiniadavasfivaadanuduiui lunmsuanssndnsefuanuguussveslsa
A ' aa o § a a = § s
Psuddsnidunazamendiin Aunswuidewes 1w ls Tuuua 5e3178a iWeununusa Wes lmnufa uas
d’ dIﬂd AI v ] d" S oo 3 o a - L4 9 o o do o
wena 1l ud lad anuyeuean Tunudaa wead ludsdmu Tadiunud wuldssuazdusiuifusedy
AP @ 9 ] 1 u’z’ ) o iy o ]
aguseves IsmlFiudmmessRudumiaviniu sdilsfnuwanisfayuwansdfiuhaunsoasan
J ] - o o q’/’ = o ¢ A a o o ' o A o ar
wuiere Isad3iudia 4 wilaludwmisidluTsnlstudsnay Idinnn i ludumisian g s iud

a T o o L ] 0] a o P = tayd b4 =Y
uiwsednifeddyneadauihezedluyananufediu Fwansinuiilianuadieadefiung
msne lurun@dug '



213551

Background: Porphyromonas gingivalis (Pg), Tannerella forsythensis (If) (formerly known as
Bacteroides forsythus), Actinobacillus actinomycetemcomitans (Aa) and Treponema denticola (Td) are
implicated as etiological agents in the initiation and progression of periodontitis. The purposes of this study are
to determine the prevalence of these four putative periodontal pathogens using polymerase chain reaction
(PCR), and to investigate the association between these bacteria and severity of periodontitis in Thai
population.

Methods: Subjects were divided into 3 groups according to severity of periodontal disease: group
1, periodontally healthy group (n=20); group 2, mild periodontitis group (n=20); group 3, moderate to severe
periodontitis group (n=20). Clinical parameters, including probing depth (PD), clinical attachment level (CAL),
bleeding on probing (BOP) and tooth mobility, were measured. Subgingival plaque samples were corrected
from both healthy and diseased sites of the same subject using paper points. The detection of the periodontal
pathogens was carried out by PCR method.

Results: There was significant association between the prevalence of three periodontal pathogens
(red complex), Pg, Tf, and Td, and severity of periodontal discase both at the subject level and site level. At
subject level, the prevalences in groups 1, 2 and 3 of Pg were 45, 85 and 95 (p<0.01), Tf were 0, 75 and 95
(p<0.001), and Td were 10, 30 and 80 (p<0.01), respectively. At site level, the prevalences in groups 1, 2and 3
of Pg were 11.7, 35.8 and 79.2 (p<0.001), If were 0, 31.7 and 70.8 (p<0.001), and 7d were 1.7, 9.2 and 50
(p<0.001), respectively. In addition, there was significant relationship between the prevalences of these 3
bacteria and all clinical parameters at the site level (p<0.05). The prevalences of red complex bacteria in groups
1,2 and 3 were 0, 15, and 75, respectively, at the subject level and were 0, 4.2 and 38.3, respectively, at the site
level. The association between the prevalence of red complex bacteria and the severity of periodontal disease
as well as all clinical parameters was statistically signiﬁca;lt (p<0.001), except the association at the subject
level of the red complex bacterial prevalence with BOP. The prevalence of Aa at the subject level was not
related to the severity of periodontal disease, although the significant correlation was detected at the site level
with the prevalence of 0.8, 10 and 16.7 in groups 1, 2 and 3, respectively (p<0.03). It is interesting that the
prevalence of Aa was not associated with any clinical parameters. However, the prevalences of these four
putative periodontal pathogens were higher in the periodontitis groups (groups 2 and 3) than in the healthy
group (group 1) (p<0.001). Furthermore, they were higher in the diseased site when compared to the healthy
site within the same individual (p<0.001).

Conclusion: This cross-sectional study demonstrated the positive association of periodontal status
and clinical parameters with the detection of Pg, Tf, and Td in Thai population. Aa was detected significantly
lower than those bacteria and was related to severity of periodontitis only at the site level. However, our results
are in line with other studies in different ethnic populations that these 4 periodontal pathogens were detected

significantly higher in the diseased site than in the healthy site within the same person.





