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Abstract 1 ’7 3 0 4 '?

The screening of cellulose-producing bacteria from 100 soil samples in the arcas with
stagnant waste water from the nata de coco factorics in Lopburi province by using HS medium found
that there were 14 isolates from the screcning of cellulosc-producing bacteria which was considered
as 14 % of all samples. The identification to classify the 14 isolates showed that they were all
Acetobacter spp. LOP14/1 was chosen for mutation studied with UV and NTG for it producced the
highest bacterial cellulosc of 112.08 %. The imbrovcmcnt of Acetobacter sp. by induced mutation
with UV and NTG yiclded 2 new mutants, UV4()-()()7 and N3()-()5Il. Wfll\ abilities (o produce
bactcrial ccllulose higher than that of the wild type by 40.55 and 44.63 %, respectively. X-ray
diffractions of mutants bacterial cellulose showed that they were native cellulose, but differences in
crystallinity and crystallitc oricntation were observed. Glucose consumptidn Ppatterns of the mutants

were different.



