193241

Acinetobacter baumannii War Pseudomonas aeruginosa WuwuehiGenelsa
:i. ) ] U = d” d. d” :I/ a d’/é” ] ac
anulstisainiuanunenisinaelulzmeiuia Taaeivasssiailneses Ui
NANLTUA $INN9 carbapenem T luafaliazninisAnelwd@a A. baumannii was
. ] © ,3 ] acy '
P. aeruginosa atiaay 16 lalaian lagazinisAnmanulireadesesitjiourlungy
P Y d‘l :,/ a o 5 ] - .
B-lactam WuaNIBtar 80 IBNITAVNADNTUANNNTARADEN ceftazidime, cefotaxime
uaz cefepime Tflualunguaas cephalosporin $Uh 3 waz 4 $91G meropenem
waz imipenem luseAuge uaziilaiinisAnmnisuninszaalaeds PFGE nudiguuuyees
d’ P v = o Y & ' = ] d’l bl o
DNA pattern #lasiaaulndiassiu uanslfiiuanifianisunsnszanaseads 4miu
nsAnmnisaieul -lactamase wuddeaniassriiniinauainnsonastataaieen
166 denaliimaiwianisnasluseAugy A. baumannii a1snsatiataans ceftazidime
WAz meropenem WANITa P. aeruginosa Iaawwdn A. baumannii ANNs0ER8AR Y
ceftazidime, cefotaxime, imipenem, meropenem Astlufasas 81.25, 68.75, 50 WA 81.25
AINATAL UAT P. aeruginosa @N1INEBLARNEEN ceftazidime, cefotaxime, imipenem,
meropenem Anlludaeay 25, 75, 62.5 uaz 68.75 ANATAL T9aaiiln expanded-
v ed y 3 o o A A
spectrum B-lactam uasslfiiudeulsinaivanidaiunumdrAgndaalvimaiuia
«:’4’ ' dl ° = d. d. b % o v 'y 1 =
nsmesetl wazilaninisareagauduinaadesiunisa¥aeulsd p Jactamase WUl

i bla ureaa A. baumannii sy 5 lalaanuas P. aeruginosa 2 lalaian

OXA-10
. o g ) o 5
WBNANUIIRTIANUEY  bla,, ,, W8 A. baumannii 15 lalganuasiiy bla,,, , lwae
L4
A. baumannii Waz P. aeruginosa 28148z 2 lalaiam uanannliganudn P. aeruginosa

a18Wug 837 Wuildauaasiiu bla,,,, unsnaglu class 1 integron wazlunisAnyinis

IMP-1
wanseanaaaeulad OXA-23 uax IMP-1 T Escherichia coli iliitte E. coli fimnaila
seentlfiFauslungu B-lactam anas (cefoperazone, cefotaxime, ceftazidime

ez cefepime) Wazwudn E. coli (pCR®2.1-TOPO® IMP-1) wudniianulasiann imipenem
AARISILILTUNY Lm:ﬁqw’?irlum?ai@ﬂamﬂm‘lé’ummﬁmﬁq amplicilin, oxacillin,
cephalothin, cefotaxime, ceftazidime wax imipenem annnsAndaduaadtiiunn
blagyss WOT blay,, Susldnwinlide A. baumannii uaz P. aeruginosa Eﬁgaﬁiamlun@:u

carbapenem WAz P. aeruginosa



193241

Acinetobacter baumannii and Pseudomonas aeruginosa are common
causative agents of nosocomial infections. They are highly resistant to various
antimicrobial agents, including carbapenems. In this study, 16 isolates of A. baumannii
and 16 isolates of P. aeruginosa with reduced susceptibility to imipenem were
investigated. Susceptibility testings showed that 80 % of A. baumannii and P.
aeruginosa exhibited high level resistance to expanded spectrum cephalosporins and
carbapenems. Evidence of clonal spread was detected by PFGE. Hydrolysis of
ceftazidime, cefotaxime, imipenem and meropenem were detected in 81.25 %, 68.75 %,
50 % and 87.5 % of A. baumannii, respectively. Twenty-five percent, 75 %, 62.5 % and
68.75 % of P. aeruginosa B-lactamase extracts were able to hydrolyse ceftazidime,
cefotaxime, imipenem and meropenem, respectively. Then, A. baumannii and P.
aeruginosa were examined for the presence of -lactamase genes by PCR and
sequencing. The bla,,, ,, gene was detected, in 5 and 2 isolates of P. aeruginosa and A.
baumannii, respectively. Four isolates (2 P. aeruginosa and 2 A. baumannii) carried
bla,,., gene and 15 A. baumannii harbored blag,, ;- The bla,e, gene in P. aeruginosa
strain 837 resided in a class 1 integron. Expression of blag,, ,, 0r bla,, ; gene in
Escherichia coli resulted in a decrease in susceptibility to a broad array of -lactams
(cefoperazone, cefotaxime, ceftazidime, cefepime and carbapenems). The crude extract
enzyme had a broad substrate hydrolysis range, including cefotaxime, ceftazidime and
imipenem. These results has suggested that bla,,, ,, and bla,,.., may be responsible for

the resistant phenotypes found in A. baumannii and P. aeruginosa, respectively.





