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D7-related proteins are found in salivary glands anophelines and culicines mosquitoes.
Anopheles cracens (formerly An. dirus species B) is an important vector of human malaria in
Southeast Asia. However, little is known about D7-related proteins of An. cracens. In this study,
complete cDNAs encoding D7-related 1 and D7-related 2 were isolated by screening an adult
female salivary gland cDNA library using DIG hybridization. The D7-related I full-length
cDNA consisted of 613 base pairs (bp). It exhibited an open reading frame (ORF) coding for 166
amino acids (498 bp), which consisted of a signal peptide of 20 amino acids at the 5™-end and
mature protein of 146 amino acids with calculated molecular mass of 16.3 kilodz;ltons (pI 9.02).
The D7-related 2 full-length cDNA consisted of 589 bp, with ORF of 169 amino acids (507 bp),
comprising a signal peptide of 20 amino acids and a mature protein of 149 amino acids with 16.4
kilodaton (pI 4.9). The structural organization gDNAs of D7-related 1 and D7-related 2
contained 3 exons that are separated by 2 introns, and flanked by 5- and 3’-UTRs. Cladogram

analysis indicated that D7-related 1 and D7-related 2 were members of D7 family. Furthermore,

both showed the hallmark of the non-antennal members of odorant binding proteins, the four
cysteine residues at conserved position. RT-PCR analysis indicated that the transcripts of D7-
related 1 and D7-related 2 were detected in salivary glands of females mosquitoes but not with
other tissues except D7-related 2 cDNA which expressed in pupa stage. The precise function of
D7-related 1 and D7-related 2 proteins remains unknown. These preliminary data would lead for

further study in their function by RNA interference method.





