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Actinomycetes are Gram positive bacteria that widely distributed in soils. In this study,
actinomycetes were isolated from Thanlod cave soils by dilution spread plate technique on 4
selective media namely, starch casein agar, 1/100 starch casein agar, glucose yeast extract agar
and 1/100 glucose yeast extract agar. A total of 50 actinomycetes were isolated and tested for
their antibiotic production by cross streak method against 5 test organisms; Bacillus cereus,
Candida albicans, Escherichia coli, Paenibacillus larvae ATCC 13537 and Staphylococcus
aureus TISTR029. The results showed that 17 isolates (34%) were able to inhibit the growth of at
least 1 test organism. Among these, 2 isolates designated as No. 8 and No. 32, could inhibit the
growth of all test organisms. In addition, isolate No. 4 was found to inhibit thelgrowth of
methicillin resistant Staphylococcus aureus by antibiosis assay. Isolate No.4 was grown in yeast
protein soluble starch broth to determine the optimum conditions for its antibiotic production
using paper disc diffusion method. Isolate No. 4 gave the widest zone of inhibition when it was
grown in liquid media containing 1.5% comn starch, 0.4% soybean meal, 0.5% MgSO,.2H,0 and

0.1% K,HPO,, pH 7.0 at 30°C. The maximum antbiotic production was reached on the 14" day of

cultivation using 5% inoculum. Eight isolates v?ith good inhibitory activity isolates namely No. 4,
No. 6, No. 8, No. 9, No. 13, No. 16, No. 27 and No. 32 were selected for morphological,
chemotaxonomic and 16S rRNA gene sequence analysis. All isolates were found to be members
of the genus Streptomyces. Isolates No. 4 was closely related to S. tendae ATCC 19812", isolate
No. 6 to S. Iavendulae subsp. lavendulae NBRC 12?89T, No. 8 to S. lucensis NBRC 130561',
No. 9 to S. cavourensis NBRC 13026', No. 13 to S. angustmycinicus NBRC 3934", No. 16 to
S. albolonus NBRC 13465, ﬁo. 27 to S. grfsei:s subsp. griseus KCTC 9080" and No. 32 to
S. griseoplanus AS 4.1868". These results show that Thanlod cave is a rich source of antibiotic

producing actinomycetes.





