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Beta-thaiassemra is a genetrc anemia whrch is still a major pubhc health problem.
More than 200 types of mutation have been reported worldwide but previous study indicated
that more than 90% of the mutation were restricted around 4—5 common mutations. The
purpose of this study is to find the spectrum of beta-thalassemra mutatron rn Lower Northern
Thailand using DNA sequencmg method from screening and |dent|ficat|on of couple at risk
of beta-thalassemia major. The work has been done at Thalassemia Research Unit,
Naresuan University Hospital and allied hospital. All selected subjects had HbA2 screening
Ausi'ng microcclumn chromatography indicated the vth‘aiassemia carrier stages. From 100
specrmens the most. three common mutations were presented at codon 41/42

(TTCTTT%TT) codon 17 (AAG%TAG) and &t the promoter (-28 and -31) at 43, 21, and 19
percent respectively. The most two common mutations were more similar to the upper

Northern Thailand than the rest of the country.





