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The purpose of this study is to characterize the relationship of structure and function
Qf ron-structural (NS) 1 .pro'tei,n. of H5N1 avian inﬂuenzé virUséé isolated from Thailand. The
80 nucleotide seguences of NS gené éegment of the vifuées (GénBank aééession number:
EU153264 to EU153343) were analyzed-. The reassortant viruses \({/ere then constructed
using NS genomic RNA segment from Thailand and the rest of thé genome from A/Puerto
'Rico/8/1934 (H1N1) by reverse genetic methods. The viruses were then compared their
properties. The‘ results'show:ed the percentége identity of nucleotide and amino acid
sequence were 99.49 'and 99.57, respectively. The NS1 protéins were divided into 20
subgroups according to their amino acid substitution with the majority (47) of them
‘CIass'iﬂed as the wild type. The constructed.four revebrse genetic viruses were- 1) NS1-wild
type, 2). NS1-mutant D5SG, 3) NS1—mu£an’g -1.5.7'1K, and 4) NS1-mutant N1711. The NS1-
mutaht D53G virus which further.'mQtéted t_in_dé-r embryonic egg _inooUlaﬁon (L15F) has more
remarkable properties than the others: it shoWed the _cleér-area of plaque. In the MbT study,

this mutant killed the embryonic eggs more rapidly than A/Puerto Rico/8/1934 (H1N1) virus.





