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Acinetobacter baumannii and Pseudomonas aeruginosa are common causative agents
of nosocomial infections. They are highly resistant to various antimicrobial agents, including
carbapenems. In this study, 16 isolates of A. baumannii and 16 isolates of P. aeruginosa with
reduced susceptibility to imipenem were investigated. Susceptibility testings showed that 80 %
of A. baumannii and P. aeruginosa exhibited high level resistance to expanded spectrum
cephalosporins and carbapenems. Evidence of clonal spread was detected by PFGE. Hydrolysis
of ceftazidime, cefotaxime, imipenem and meropenem were detected in 81.25 %, 68.75 %, 50 %
and 87.5 % of 4. baumannii, respectively. Twenty-five percent, 75 %, 62.5 % and 68.75 % of P.
aeruginosa f-lactamase extracts were able to hydrolyse ceftazidime, cefotaxime, imipenem and
meropenem, respectively. Then, A. baumannii and P. aeruginosa were examined for the
presence of -lactamase genes by PCR and sequencing. Four isolates (2 P. aeruginosa and 2 A.
baumannii) carried bla,,, , gene and 15 A. baumannii harbored blay, , ,,. The bla,, ,, gene was
found adjacent to IS4bal, which is believed to provide a strong promoter for high-levels
expression of blay , ,,. The bla,,, | gene in P. aeruginosa strain 837 resided in a class 1 integron,
which may facilitate the spread of bla,,,., . These results has suggested that blay, ,, and bla,, ,
may be responsible for the resistant phenotypes found in A. baumannii and P. aeruginosa,

respectively.





