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Hepatitis C virus (HCV), a major causative agent of acute and chronic hepatitis, is
classified into six genotypes. Genotyping of HCV is significant for epidemiology, clinical
management and region specific diagnostic assays. This study is to determine the distribution of
HCV genotype among blood donors from Phisanulok regional blood center, Thailand. Samples
* from 134 anti-HCV positive blood donors were analyzed. HCV RNA was detected in 108
samples (80.6%) by Nested PCR. HCV genotyping was carried out using type-specific primer for
a portion of the core region. Genotype analysis demonstrated four different genotypes. The most
frequently detected genotype were genotype 3a (38%), followed by genotype 6 (29.6%), la
(19.4%) and 1b (6.5%), respectively. Seven samples were untyped (6.5%). In previous reports,
the percentage of HCV genotype distributed in Thailand was 3, 1 and 6, respectively, However,
the result from this study indicated high prevalence of HCV genotype 6 infection in blood donor

group.





