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Abstract Elephant Endotheliotropic Herpesvirus (EEHV) is one of the major causes of severe death in Asian
elephants worldwide. Early detection of infected elephants helps in saving their lives. In the present study, 2
identified EEHV-1 isolates causing death of two Asian elephants and one EEHV-1 isolate from trunk swab of a
clinically healthy elephant in Northeast of Thailand were studied by using PCR techniques. Nucleotides of the
three isolates were compared with reference virus, EEHV 1A at the gene of DNA polymerase. Three newly
designed primer sets that specific to genes of terminase, thymidine kinase, and glycoprotein B were also
applied to the three isolates. The results revealed that all identified viruses were EEHV 1A. Similarity at 100%
of the identified viruses with reference virus at the glycoprotein B genes suggested a usefulness of the
developed primer sets for the virus gene. Furthermore, the discovery of EEHV from trunk swab could prove its
effectiveness in collecting samples from live elephants and be tested against the primers of glycoprotein B
genes which yielded a short, but specific product for further development of other methods to increase

rapidness and specification of EEHV diagnosis in live elephants.
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Figure 1 Lesion of EEHV;
Subcutaneous edema of

head and neck.

Figure 2 Lesion of EEHV;
hemorrhagic features in

the heart.
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Figure 3 Phylogenetic tree of DNA polymerase gene 500 bp of EEHV derived from 3 samples of Asian
elephant compared with EEHV in worldwide using neighbor-joining analysis (NJ). The samples of this study

(D1, D2, T1) were categorized into EEHV 1A (thick line)
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Figure 4 Multiple sequence of nucleotide alignments of DNA polymerase gene of EEHV from organs of two
death elephants (D1,D2)and one trunk swab from a clinically healthy elephant (T1) compared with

reference EEHV-1A (KC618527.1). Dots identify positions with identical nucleotide residues.
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Figure 5 Multiple sequence of nucleotide alignments of terminase gene of EEHV from organs of two
death elephants (D1,D2)and one trunk swab from a clinically healthy elephant (T1) compared with

reference EEHV-1A (KC618527.1). Dots identify positions with identical nucleotide residues.
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Figure 6 Multiple sequence of nucleotide alignments of thymidine kinase gene of EEHV from organs of two

death elephants (D1,D2)and one trunk swab from a clinically healthy elephant (T1) compared with

reference EEHV-1A (KC618527.1). Dots identify positions with identical nucleotide residues.
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| |

I I | |
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o1
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Figure 7 Multiple sequence of nucleotide alignments of glycoprotein B gene of EEHV from organs of two

death elephants (D1,D2)and one trunk swab from a clinically healthy elephant (T1) compared with

reference EEHV-1A (KC618527.1). Dots identify positions with identical nucleotide residues.
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