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At present, DNA technology was used to forensically personal identifications. For
nuclear DNA, there is limitation in degraded, decomposed or old biological evidences. According
to geographic distribution, mitochondrial DNA has many haplotypes so it was applied to
forensically personal identification, especially in maternal inheritance. We studied the
polymorphism of mtDNA at hypervariable region (HVR) in 100 Phitsanulok populations that were
not maternally related. The haplotypes in each HVR region were 81, 74, 13 and haplotype diversity
were 0.9943, 0.9853 and 0.7973, respectively. The power of discrimination (PD) in each region
were 0.9844, 0.9754 and 0.7858, respectively. The combined of HVR | and |l was 0.9896 and
increased to 0.9900 when combined all three HVR-s. This data were very informative for study of
anthropology and geneology in Phitsanulok population and were used in forensically personal
identification in this area. Moreover, these data would be very benefited for study of single
nucleotide polymorphisms (SNP) and used as biomakers in neuroscience degenerative diseases

at this area.





