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This research was continued from the MAS backcross breeding program
for improve CNT1 to resist to BPH by introgressed a Bph3 resistant gene from K/R IL
into CNT1. A population was already done in BC,F, which previously reported
(Suradet et al. 2005). Therefore, this study was attempted to develop BC,F, - BC,F,,
and validated BPH resistance in improved lines. Two markers, RM170 and RM190
which linked to Bph3 gene and plant type were going together used for selecting the
target plants. Twenty heterozygous BC,F, and 77 homozygous BC,F,, plants were
selected. Finally, seventy seven BC,F,, lines carrying Bph3 were used for BPH
evaluation with 3 BPH population from Phitsanulok, Tak and Patumtanee. The results
showed that almost improved lines were higher resistant to BPH than CNT1 and
some were over resistance than donor. Marker-trait association analysis found 9
secondary QTL effected on damage score and time to damage located on
chromosome 1, 3, 8, 9, 11 and 12. Of them, gBph3.17 was detected in all BPH
biotypes indicated that this QTL was a major QTL conferred from CNT1. gBph1.2
and gBph9 were found as the new loci for BPH resistance QTL. However, the elite
lines provided in this study can be released for farmer fields and can be used as a

genetic resource for BPH resistance breeding program.





