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The investigation was carried out to screen for and identify a volatile organic compounds (VOCs)-
degrading bacterium from soil and water samples contaminated with volatile organic compounds
and to study its mechanisms of VOC degradation using benzene, toluene, ethylbenzene and xylene
(BTEX) as representatives. The results showed that 12 isolates were able to grow on a basal salt
agar medium containing BTEX as a sole carbon and energy source. Of 12 isolates, the isolate M
degraded BTEX well and was able to tolcrate high concentrations of BTEX. It was classified as
Pseudomor.as aeruginosa by biochemical tests, an API 20 NE test kit and 16S rRNA gene sequence
analysis. A part of its mechanisms for BTEX degradation was its biosurfactant and biofilm

production. The enzyme inside its cell for ring cleavage of RTEX compounds was still unclear.





