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Abstract
TE 156396

Nine populations of brown planthopper from Khon  Kaen, Ubonratchathani,
Nakhonpanom, Nakhonratchasima, Bangkok, Pisanulok, Mukdahan, Chiang mai and Patalung,
were collected for biotypes monitoring based on their variation on virulence on 11 selected rice
varieties with different resistance genes ( Mudgo, ASD7, Ratho-heenati, Babawee, ARC10550,
Swanalata, T12, Chin Saba, Pokkali, IR65482 and Abbaya) . The rice variety TN1 which has no
resistancc gene was used as susceptible variety. Two different methods of biological
characteristics 1) fecundity test and 2) feeding rate were used for evaluating the differences in
virulence and damage of various populations of brown planthopper to different rice varieties. The
molecular techniques by using RAPD-PCR was also conducted to evaluate the genetic
relationships among the populations of brown planthopper. The result showed that no biotype of
brown planthopper was detected by using these two biological characteristics. According to the
fecundity test, the result showed that all populations of brown planthopper were successfully
infest rice varietics Mudgo and ASD7 hut were avirulent to rice varieties IR65482 and Abbaya.
While the fecding rate study showed that all populations of brown planthopper were also
successfully infest rice varietics Mudgo and ASD7 but were avirulent to rice varieties Rathu-
Heenati, IR65482 and Abbaya. In addition two main groups of brown planthopper was grouped
based on the genetic relationships by using RAPD-PCR. The dendrogram showed the group one
populations (Khon Kaen, Nakhonpanom and Mukdahan ) was 67.5% genetically similarity from
the second group populations (Ubonratchathani. , Bangkok, Pisanulck, Nakhonratchasima,
Chiang mai and Pétalung ). Based on both biological characteristics and molecular data, four
different population groups of brown planthopper can be grouped as Group I) Khon Kaen and
Nakhonpanom, Group II) Chiang mai, Pisanulok and Bangkok, Group III})  Patalung,

Nakhonratchasima and Ubonratchathani and Group IV) Mukdahan.



