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ABSTRACT

TE 155826

Background: Actinobacillus actinomycetemcomitans (Aa) is one of the most suspected pathogens in
the initiation and progression of periodontitis. The prevalence and association between this bacterium and
periodontitis vary among studies. This may partly be due to difference in race/ethnicity of the subjects
and/or in bacterial clonalities. The aim of the present study is to investigate the prevalence, genotype of
Aa and trend of association between Aa prevalence/genotype and clinical parameters. Additionally, type
of leukotoxin gene was also studied.

Methods:  Subgingival plaque samples were collected from 70 subjects (21 no periodontitis
(control), 21 localized periodontitis (LP) and 28 generalized periodontitis patients (GP)). The
polymerase chain reaction (PCR) and culture methods were used to determine the prevalence of Aa.
Arbitrarily primed-polymerase chain reaction (AP-PCR) with OPA-07 primer was applied to 38 Aa
isolates from 14 volunteers to study the genotype. Additionally, these isolates were studied for the
leukotoxin gene by PCR.

Results: Trend of association between Aa prevalence and severity of periodontai disease was
observed when using PCR and/or culture methods. Aa prevalence was higher in GP group (32.1%)
than in LP group (23.8%) and contiol group (14.3%) but there was no significant difference among
groups. There were 3 distinct genotypes in these subjects. Only one genotype was found in one
individual. Genotype I (detected only in cne site) and Il (detected only in two sites in one subject) were
detected exclusively in periodontitis subjects. Genotype Il was the majority and was observed in both
control and periodontitis groups. Additionally, all 38 Aa isolates were minimally leukutoxic strain.

Conclusions: This pilot study shows trend of the association between Aa prevalence/genotype and

severity of periodontal disease. Therefore, further study with mere samples is needed.



