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In order to understand pungency inheritance of chilli pepper more accurately and
precisely, conventional and molecular biological technique were used as a tool in selection
program. Two groups of chilli were used to clarify their yield components, DNA fingerprint
and capsaicin contents. The first group included the 2 pungent varieties of Capsicum
frutescens, Prig Noi (PN) and Tabasco. The second one included the non-pungent
varieties, Prig Kee Nu from Sakonnakom Province (SK: C. frutescens) and Yu Yee
(C. annuum). PN and SK were selected and used as parents for producing reciprocal cross
F, hybrids, due to their high yield, similar fruit characteristic, the differences in DNA
fingerprint and capsaicin contents between both varieties were obviously observed. F;
hybrids, SKPN and PNSK were compared to their parents. SKPN were selected for
producing F, and backcross (BC, and BC,,) generations because of their high values of
yield components and heterosis. Four generations of F, F,, BC,, and BC,, were compared
to their parents for yield and pungency inheritance. Among all generations, BC,, gave
good yield performance and the highest values of capsaicin contents.The SK and PN hybrid
showed high values of heritabilty in both yield and capsaicin contents. In addition, fruit
weight, fruit diameter and the lightness of placenta color gave positive correlation to
Capsaicin contents, while it was contradictory to the redness of fruit color.

For DNA analysis, 20 primers were used to generate Random Amplified
Polymorphic DNA (RAPD) fingerprint. The results showed that 16 primers could amplify
genomic DNA of parents varieties, SK and PN. Four primers, OPB-02, OPB-04, OPB-
12 and OPB -15 were selected to identify the differences between the hybrids, due to their
Clear polymorphism. The results showed that only OPB -12 could identify the differences

between hybrids and parents, although not for the rest.





