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The epidemiological study on Campylobacter in poultry has been demonstrated in proportion of
0-100% in Europe and USA countries. Contaminated campylobacter on poultry could cause diarrhea
in human. The contamination has been found through the farm, slaughterhouse and the environment.
Although the retail meat and cooking is risk having the Campylobacter. According to the different in
temperature, housing and management between Thailand and western countries may cause on
Campylobacter number. Our study was demonstrated that backyard and intensive rearing system were
4.41 £ 0.4 and 4.06 £ 1.03 logefu/ml, respectively. Also the proportion of Campylobacter of backyard
and intensive rearing system was 67% (2/3) and 40% (3/5), respectively but there were no statistically
found. The normal flora number of Anaerobe, Lactobacillus, Total bacteria and Enterobacteriacea
found in backyard was lower than in their intensive system. The relationship of Campylobacter was
demonstrated that high variation of the DNA profile of Campylobacter of chickens from backyard and
commercial system was found. On the result of phylogenetic tree, the DNA profile of Campylobacter
in the chicken feces was mostly divided into 2 groups as backyard and intensive rearing chickens. The
use of RAPD cooperated with microsatellite on the distribution of Campylobacter was reasonable

method.





