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Abstract

In this study, differential gene expression profiling in thai native chicken and
broiler chicken muscle (1, 2, 4 and 6 weeks of age) were analysed by using differential
display reverse transcription polymerase chain reaction (DDRT-PCR). Moreover, a
fluorescent monitored real time quantitative PCR to quantify and validate the expression
patterns of the target differentially expressed transcripts. A total of 38 cDNA DDRT-PCR
fragments revealed in differential gene expression profiling in the both chicken breeds.
Of out these, 17 fragments were cloned and sequenced. Fourteen clones shared
significant similarity (98-100%) with the coding regions of known genes in chicken.
Three clones did not show any homology with known genes or ESTs in GenBank. The
differentially expressed cDNA bands included those encoding the skelatal muscle
protein (myosin, nebulin, troponin), protein synthesis and degradation (16S ribosomal
RNA, ubiquitin) energy matabolism (NADH dehydrogenase subunit |, ubiquinol-
cyctochrome C, cytochrome oxidase subunit 1l) and protein (insulin induce protein)
inhibiting preadipocyte differentiation and cholesterol synthesis. The quantitative PCR
analysis has validated the expression patterns of 55% (5/9 clones) of the differential
markers to be in agreement with the results of DDRT-PCR. These markers may play
an important candidte gene for association study in genetic control skeletal muscle
growth in chicken. Furthermore, proteomic analysis of protein expression in broiler and
Thai native chicken muscles should be focused to find the key proteins that related to

the meat quality traits in chicken.
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