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Project title:  Forensic mitochondrial DNA analysis of hypervariable region Il in
the northern Thai population

Investigator: Professor Dr. Tanin Bhoopat, M.D.

A mitochondrial sequence database of the hypervariable region Il from
100 unrelated northern Thais was established to demonstrate sequence
diversity. In this study we used DNA extracted by the Chelex method and
sequenced mitochondrial D-loop hypervariable region Il in the forward and
reverse directions. The base sequence data could successfully be elicited from
ninety-nine cases and sixty six different haplotypes were observed. The genetic
identity testing and gene diversity were calculated to be 0.026 and 0.984
respectively.- The diversity in the mitochondrial D- loop indicates the value of this

locus for forensic casework in northern Thai population.





