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Cholesteryl ester transfer protein (CETP) play a key role in lipid and lipoprotein
metabolism. It transfers cholesteryl esters from HDL to triglyceride rich lipoprotein (TRL)
particles in exchange for triglyceride. This exchange reduces the concentration of HDL-C and
increases the non-HDL cholesterol, a lipoprotein distribution predisposing to atherosclerosis and
coronary artery disease. Polymorphisms of CETP have been implicated in the risk of CAD,
mostly studied in Caucasians. There is no report of CETP polymorphisms and their association
with CAD in Thai. The aim of the present study was to determine the pattern of CETP
genotypes in association with the risk of CAD in Thai. As a preliminary study, 50 CAD cases
and 32 control subjects were recruited. Genotyping of three polymorphic loci, TaqlB, -629C>A,
and 1405V, were carried out, utilizing PCR restriction fragment length polymorphism (PCR-
RFLP) and allele-specific PCR methods. The results demonstrated that frequency of TaqIB Bl
was higher in cases than control group (55% vs 51.6%) whereas the B2 allele was lower in cases
(45% vs 48.4%). As well, -629C>A also revealed the similar pattern, C allele: 48% vs 45.3% and
A allele: 52% vs 54.7%. The genotype frequency was also observed. The frequency of TaqlB
B1B1 was high in cases than in control, 28.0% vs 21.9%, with unjustment odds ratio 1.33 (0.32-
3.46). The frequency of CC genotype of -629C>A was also higher in cases than controls, 22.0%
vs 15.6%, odds ratio 1.35 (0.41-3.43). The genotype frequency of 1405V was observed, with VV
was also higher in cases than controls, 28.0% vs 21.9%. The present study revealed a tendency of
the association of CETP polymorphisms with CAD in Thai. This association, though statistically
not significant, may be caused by a very low number of study population that was below the
statistic power.





