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ABSTRACT 220430

Encarsia species (Hymenoptera: Aphelinidae) are minute parasitoid wasps of
whiteflies (Aleyrodidae) and widely used for whiteflies biological control programme.
Encarsia species are difficult to distinguish by using only morphological characters.
Therefore, this project aims to genetically characterize encarsia species by using
molecular methods. Encarsia populations were surveyed from 29 locations of 7
provinces. Forty seven samples of different kind of host plants contained whiteflies
colonies were collected. Among those only 17 samples of whiteflies were infected with
encarsia species. Ten individuals of Encarsia samples were pooled and DNA was
extracted from them. PCR was performed on encarsia DNA by amplifying mitochondrial
cytochrome oxidase | (COIl) gene with primer CI-J-2183 forward (5- CAACATTT
ATTTTGATTTTTTGG-3) and  TL2-N-3014 reverse (5- TCCAATGCACTA
ATCTGCCATATTA-3) followed by cutting amplified DNA with restriction enzymes
EcoRlI, Sacl, Sacll, Kpnl, Pstl, Ddel, EcoRV, Hhal and Hinfl. The result showed that

only five encarsia populations resulted in an amplified DNA fragment of 900 bp. . The
900 bp of encarsia sp amplified CO gene was not cut with the three restriction enzymes
Sacll, Kpnl, Pstl, Ddel, EcoRV, Hhal and Hinfl whereas two restriction enzymes EcoR
and Sacl cut at one position, resulting in two bands of 750 and 150 bp for Sacl and two
bands of 800bp and 100 bp for Eco Rl. DNA from populations of Tree-Bangkok,
Mayom- Udonthanee, Guava —Khon Kaen, Guava- Nongkai and cotton-Khon Kaen
were cut with Sacl and EcoRl, respectively, whereas DNA from the remained population
did not cut. The dendrogram of encarsia genetic diversity obtained from this survey
showed a pattern consistent with three species. These data show genetic diversity on

encarsia populations, and provide a mean of indentifying specific populations





