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Forty-one isolates of Colletotrichum spp. which isolated from 38 plants (14 fruit plants,
18 ornamental plants and 6 other plants). These tested fungi were studied using morphological
characterstic such as character of colony, size and shape of conidia and appressoria,
present/absent of setae and sclerotia. The morphological observation showed that Colletotrichum
spp. can be classified the isolates into 4 groups. Group 1 (33 isolates); colony were white, green
and grey, the growth rate were 10.9+5 mm/day, produced cylindrical conidia and clavate
appressoria, some of tested fungi produced setae and sclerotia. Group 2 (2 isolates); colony were
orange-grey, the growth rate were 13.5£0.2 mm/day, produced cylindrical conidia and irregular
appressoria, setae absent but produced sclerotia. Group 3 (3 isolates); colony were orange-grey,
the growth rate were 8.84+1 mm/day, produced fusiform conidia and clavate appressoria, setae
and sclerotia absent and group 4 (3 isolates); colony were green-grey, the growth rate wére 8.83+1
mm/day, produced falcate conidia and clavate appressoria, setae present but sclerotia absent. The
tested fungi were identified as Colletotrichum gloeosporioides, C. musae, C. acutatum and
C. capsici, respectively

For genetic relationship of the tested fungi, by 6 ISSR primers; (GCC)S, (CA)CT,
(CA),G, (GACA),, (GTG), and (GAC);, generated 161 bands and they were analyzed by Phylip
and a dendrogram derived from cluster analysis using Neighbour-joining. The result showed that
all of the tested fungi can be divided into 4 groups and 12 supgroups. Moreover, this grouping
was similar to that based on the morphological characters and can be grouped Colletotrichum
gloeosporioides isolates into 10 subgroups. Therefore, the ISSR technique was useful for analysis

phylogenetic relationship within complex genera such as Colletotrichum.





