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ABSTRACT
20911,

The objectives of this study were to studies the genetic diversity and compare the genetic structure of
6 chicken breeds (326 birds) which were Red Jungle Fowl : Gallus gallus gallus (GG, n = 53) and Gallus gallus
spadiceus (GS, n = 49) and Thai Native Chickens : Pradoo Hang Dam (PD, n = 56), Dang (D, n = 56), Chee
(CH, n = 56), and Luang Hang Khao (LK, n = 56) by microsatellites technique. Microsatellite DNA were
amplified with 20 primers, which were recommended by FAO, and separated on 6% PAGE. The results showed
that 210 alleles were detected. The number of alleles per locus varied from 5 to 18. The mean number of allele
per locus was 9.95 with 85-394 bp in size. The expected heterozygosities of GS, GG, PD, D, CH, and LK were
0.810, 0.812, 0.823, 0.809, 0.805, and 0.817, respectively. All populations had highly genetic diversity. Genctic
clusterization from individual genetics by Principle Component Analysis plot and Cluster analysis could not
detect the differentiation. The phylogenetic tree was reconstructed base on the genetic distance using the NJ
method. Breeds were grouped into three clusters: which were GG, GS. and Thai Native Chickens (PD, D, CH,
and LK). 1t was found that Thai Native Chickens closely related with GS more than GG. In addition, the GG
was the first order in phylogenetic tree. Therefore, the GG might be an ancestor of Thai Native Chickens.
F coefficient (Fg, = 0.313) highly indicated the subdivision of the population. All populations did not deviated
from Hardy-Weinberg equilibrium. The unique allele was founded in GS (MCW0081.12, MCW0222.15), PD
(ADL0268.1), and CH (MCW0222.1). The information about genetic diversity and genetic structures estimated

by microsatcllites analysis may be useful for developing conservation strategies.
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