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Abstract

Project Code : MRG508008
Project Title : Development of molecular method for gonorrhoea diagnosis
Investigator :  Asst. Prof. Dr. Ratana Lawung
Mentor: Prof. Dr. Virapong Prachayasittikul
Department of Clinical Microbiology, Faculty of Medical Technology Mahidol University
E-mail Address : mtrlw@mahidol.ac.th
Project Period : 1 December 2006 to 30 November 2008
‘ 246138

Neisseria gonorrhoeae is one of the most prevalent bacterial sexually transmitted pathogens
and it also highly presents resistant phenotype. In Thailand, the increasing trends in the number of
gonorrhea cases and an elevation in resistant strains have been reported. We aimed to validate the in-
house PCR for diagnosis and multi-drug resistance detection of N. gonorrhoeae. The decreased
susceptibility to ciprofloxacin could be identified by the mutation of serine-91. In addition, the PCR
could also differentiate plasmid type in penicillin (PPNG) and tetracycline resistance isolates
(TRNG). The 273 isolates of N. gonorrhoeae from patients attending at Bangrak hospital (National
Centre of STIs), 31 isolates obtained between January-March 2000, 32 isolates obtained between
January-March 2002, 56 isolates obtained between October-December 2002, and 154 isolates
obtained between January-March 2007, were tested. As compared to phenotype expression, the
sensitivity for detection of PPNG, TRNG, and decreased susceptible to ciprofloxacin was 100%,
98.9%, and 100%, respectively. Multiple resistance determinants were commonly cxisted. Our data
revealed the highest prevalence of the epidemic Africa type of genomic B—lactamase and the
America type of high level tetracycline resistance plasmid. Furthermore, serine-91 mutation was also
found increasing from 51.6% during January-March 2000 to 98.4% during January-March 2007. The
method can be used to detect N. gonorrhoeae in specimens. Thus, this multiplex PCR is benefit to

/

apply use in the STI laboratories.

Key words: Neissseria gonorrhoeae, multiplex PCR, quinolone resistance, penicillin resistance,

tetracycline resistance



MIUYAITN

asygdam

AR ILY

..................................................................................................................

agimamsdutipnuveslnsemslaste
8

WAIIUIY

w d
QU TZAIAUBITATINIT .ottt

o a aov ) 4
ﬂ1§ﬂ1ﬂ4uﬂ153%ﬂﬂ1u3ﬂQﬂ3$ﬁQﬂ ..........................................................

awv d' Yo
AT IO T RS0 oo e e,

L EEl B o . . TR oL U ol

NMANUIN

11

12



A15197 1

Q13199 2

15190 3

AU YAII

9y ]
aanaany lremsaugainveasornusaluduay 113 isolates fen
9 1 d' 9 w [ d' [ [ A 2 a P=1
nndiheidsunmssnen Isaenauiesnlugudeuunsinunaiiunay i
2550
o @ L 4‘ 9 aaa .
AAVIUAYDY Primers 11191117381 multiplex PCR

a 1 v @ v W L4
VYUIAUD Products wwumuuawmmﬁ"m Hinf1 ‘Hmmé’hmﬂu"lmu Hinf'l



mstiygdam

Vv v Y
ataaamsilsoansudnuuavesnaaliasianie veureriueslunae
penicillin

b4 k4
AWLAAY band patterns YDUFONUBIIURDMITAUGATNLD LA





