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Extraction of mtDNA from human teeth from the remains (~2000 years before the present) from the Ya Pa
Nae 2 cave in Ma Hong Song province of Thailand was performed. Amplification and sequencing of 28 out of
52 samples was successful, yielding only 182-bp fragment from position 16209-16390 of the hypervariable
segment-1 (HV-1) of mitochondria. The sequences were compared with those of modern northern ethnic
groups as well as sequences from Thai Chaing Mai, and Khon Kaen. 7 sequence types were observed
among 28 teeth DNA, and two clusters were observed by phylogenetic analysis (C1, N=23 and C2, N=5).
Two phylogenetic trees were constructed to determine genetic affinity to those of modern Thai. C1 were
founded to be closely related to Lawa and Mlabri ethnic groups and C2 to the northern Thai (NThai). Second
tree comparing ancient Thai with Lisu, Mussur, Thai Chiang Mai, and Khon Kaen revealed that C2 were also
close to the two Hill tribes, whereas C1 were scattered within Chiang Mai as well as some modern Khon
Kaen. However, sequence information within this latter part of HV-I is known to have less polymorphism. It
remains to be determined if these remains are related to other ancient remains or other modern

subpopulations thought to be ancestors of Thai.





