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1.1 Vibrio parahaemolyticus DMST 15285
1.2 Vibrio vulnificus DMST 19346
2. omsdvade Gimswieuuaaslumanuan n)
2.1 Alkaline peptone water (APW)
2.2 Cystine Tryptone Agar (CTA)
2.3 Thiosulfate citrate bile salt agar (TCBS)
2.4 TN, medium
2.5 CHROMagarTM Vibrio (CHROMagar)
3. osndl Senud uaziilives Gimawsouuaaslumanuan v)
3.1 Agarose (SeaKem® LE Agarose)
3.2 Ethidium bromide
3.3 Gel-loading buffer (6X)
3.4 70 % ethanol
3.5 Isopropanol
3.6 SDS-Proteinase K lysis solution
3.7 Tris-acetate-clectrophoresis (TAE) buffer
3.8 dNTP mix (dATP, dTTP, dCTP, dGTP : 100 mM each)
3.9 10X PCR buffer

2.10 50 mM MgCl,

4. Standard molecular weight marker (100 bp sharp DNA Marker, Vivantis)

5. ou'lad Tag DNA polymerase recombinant (Vivantis)
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(5 —>3) Whmane PCR
(bp)
L-tl] AAA GCG GAT TAT GCA GAA GCA CTG
V. parahaemolyticus t 450
R-tI2 GCT ACT TTC TAG CAT TTT CTC TGC
L-tdh GTA AAG GTC TCT GAC TTT TGG AC
V. parahaemolyticus ) tdh 269
R-tdh TGG AAT AGA ACC TTC ATC TTC ACC
vwh-F TTC CAA CTT CAA ACC GAA CTA TGA
V. vulnificus wh 205
wh-R ATT CCA GTC GAT GCG AAT ACG TTG
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7.1 Gel chamber (BID-RAD, WIDE MINI SUB™ CELL)

7.2 Power supply (HOEFER SCIENTIFIC INSTRUMENT, PS 500XT)

7.3 Waterbath (SHELLAB, Model 1265)

®
7.4 UV transilluminator (SPECTROLINE Model TVC-312A)

®
7.5 Refrigerated high speed centrifuge (Sorvall , RC 26 plus)

®
7.6 DNA thermal cycler (Biometra , TGradient)
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5. Ufjsengnlaynedersa 130WW013 (Polymerase Chain Reaction, PCR)
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