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1. Virus characterization s | DUCK H3N2 & Swine H1N1 propagation

in MDCK cells
|

Amplify gene segments & clone

Genome sequencing

2. Animal infection study 65 quails (five wks old)
Collect blood
from 10
Split birds into groups of 15
quails

Group 1 H3N2 (Duck) Group 2 H1N1 (Swine) Group 3 Negative control
. #
AN E /

Infect birds in groups 1 & 2 with appropriate virus

=Day0
at 5 wks of age (group 3 use PBS)
Add 5 contact birds to groups 1&2 = Day 1
Observe clinical signs and collect tracheal &
cloacal swabs daily
i
st nd R
(1 & 2 ) Necropsy of 5 birds from each group = Day 3.5
Collect blood & (3“’) Necropsy all remaining birds = Day 7

|

Laboratory analysis

Outcomes:

Obijective 1: Obtained genotypic data of both influenza A virus subtypes

Obijective 2: Gain knowledge of the clinical disease caused by Influenza A viruses of duck and pig origins

in quails

Obijective 3: Gain knowledge of the ability of quails to support and transmit Influenza A viruses of duck & swine




