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High reﬁsolution melting analysis (HRM) is a molecular technique that has been applied to
bacterial strain idenhtiﬂcation. This technique is based on differentiation of melting profile of number
of nucleotide in variable number of tandem repeats (VNTR) which are specific for each strain. In the
' present, the analysis of the size of VNTR was based on capillary electrophoresis (CE) technique.
However, this CE technique is relatively expensive and laborious. Therefore, the aim of this study
was to develop HRM technique for differentiation of the size of VNTR by using a melting profile
property of different VNTR size. The feasibility of HRM method was demonstrated in testing of
different allele variants for 4 of 4 selected loci in S. Typhimurium and only single locus of 4 selected
loci in S. Enteritidis. For S. Typhimurium, this method produced repeatable, reproducible and robust
results for 4 loci and the distinguishable melting profile results were consistent with CE results
obtained for the same alleles. Therefore, HRM, a rapid accurate and inexpensive technique can be

used to discriminate VNTR variants in S. Typhimurium but required some development for

S. Enteritidis.
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