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ABSTRACT

Seed size and days to first flowering (R,) are important quantitative traits in
vegetable soybean. The objective of this research was to investigate the association of SSR
markers with 100 dry seed weight and R, stage in recombination inbred line (RIL). The RIL
population derived from the crossing between vegetable soybean variety AGS292 and line K3,
Single Seed Descent (SSD) method was applied for seed collection. The experiment was
conducted in dry season of 2012, rainy season of 2012 and dry season of 2013 which employed a
Randomized Complete Block Design, with 3 and 2 replications, respectively. Results found that
100 dry seed weight of the RIL population was normally distributed (P>0.05) in all seasons and
narrow sense heritability estimates were 88.8 %, 60.7 % and 70.8 %, respectively. The
distribution of R, stage of the RIL population were positively skewed (P<0.05) in dry season of
2012 and dry season of 2013. However, normal distribution in rainy season of 2012 and narrow
sense heritability estimate values were 92.5 %, 89.4 % and 82.5 %, respectively.

Single Factor - Analysis of Variance (SFFANOVA) of 100 dry seed weight was
performed among 97 and 244 polymorphic SSR markers and 8, 11 and 12 linkage groups (LG)
with 100 dry seed weight in dry season of 2012, rainy season of 2012 and dry season of 2013,
respectively. Meanwhile, Multiple Locus Regression Analysis of significant markers showed that
6, 5 and 5 SSR markers were associated and gave 43.7 % total variation as explained by Satt354
on LG I, Sattl66 on LG L, Satt432 on LG C2, Sat 330 on LG M, Satt230 on LG E, and
Sat 069 on LG D1b, in dry season of 2012, while 34.0 % total variation was explained by
Satt354 on LG I, Satt166 on LG L, Sat 332 on LG D1a, Satt432 on LG C2 and Sat 330 on LG M

in rainy season of 2012, and 62.3 % total variation explained by Satt517 on LG G, Satt009 on
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LGN, Satt622 on LGJ, Satt229 on LG L and Sat 219 on LG in dry season of 2013. SF-
ANOVA of R, stage found that 6, 8 and 11 linkage groups were linked with the trait,
respectively. Multiple - locus regression analysis of R, stage showed that 5, 3 and 3 SSR markers
were associated and gave 50.2 % total variation as explained by Satt431 on LG J, Satt357 on LG
C2, Satt187 on LG A2, Sattl32 on LG J and Sat 332 on LG Dla in dry season of 2012, while
51.0 % total variation was explained by Satt431 on LG J, Satt357 on LG C2 and Sat 332 on LG
Dla in rainy season of 2012 and 76.4 % total variation was explained by Satt215 on LG J,

Satt229 on LG I and Satt654 on LG J in dry season of 2013.

Keywords : vegetable soybean, SSR marker, 100 dry seed weight, days to first flowering.



