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Rubber tree (Hevea brasiliensis Muell. Arg.) is an industrial crop for natural latex product that is very
important in many industries. Thailand has been able to retain its top position in producing and exporting
rubber. In this study, we have investigated the use of arbitrarily primed-polymerase chain reaction (AP-PCR)
in revealing genetic diversity of seventy-five clones from the northeastern, Thailand. Using 11 arbitrary
primers, both UPGMA cluster analysis and principal coordinate analysis based on genetic distance were
created. We report the optimization of single-strand conformation polymorphism (SSCP) analysis together with
polyacrylamide gel electrophoresis. The protocol developed seperates single-strand conformers from 117 to
1,004 bp of DNA containing different percentages of GC content. Novel SSCP markers specific to Hb rubber
elongation factor (Elo), Hb putative C3HC4-type RING zinc finger protein (RING), Hb translationally
controlled tumor protein (TCTP) and HbTOM20 (TOMZ20) regions, whose mRNA transcript levels were
differentially expressed in latex of healthy and Tapping Panecl Dryness (TPD) trees (Venkatachalam et al.,
2007 and Li et al., 2010), were found in RRIT251, BPM24, PB255, PB260, RRIC110 amd RRIM600 rubber tree
from Chacheongsao Rubber Research Center. The EST-PCR SSCP markers from HbTOM20 could distinguish
Para rubber clones planted in the farmer field from RRIM600 which is the most popular Para variety. The same

markers also were able to identify the genetic differentiation among scion and stock of TPD clone.





