211589

Huananiadviauneds (genus Nepenthes L.) lundwaiainmiaunds
(Nepenthaceae) ufiziiisnsawsnsnuudanem Tmmamzehu‘luﬁa%’wq»aﬁ'mmm NMS
synuaztivdethawvugaludszmdlng wulsanavsiatimisunde 3 #fia ldun
WUINEWIIU [N. mirabilis (Lour.) Druce] ¥aiai1naiaunidy (N. gracilis Korth.) uas
g wseq 1 (N. smilesii Hemsl.) ﬂuﬁv'qﬁaaziwﬁﬁﬁvf]uﬁ'ua'auﬁdzi;}'ﬂﬁma::mﬂmnmmﬂ
UAsIUANINS nFunwamuAT Tunmsssyriiaiinldldis Inter Simple Sequence Repeat
(ISSR) swautiedu 32 lwswad wu 13 lwswed Asunsosfumeiai@idualds
‘fﬁgﬂuuumstﬁmnuﬁtﬁumi’: snsmhinaaalasunsuihelumsssyriiouasioag
Amsnanfadmiauniie ussanguiisganadasfiumauasiiuilifudadldas
gndasnamdammnswuihuisieomsnsnmignhoulddudmens uaanidsuniie
Taudmalduanlsunalne uasioulasunsuitldmnsadanguinatwsaeunnaws
saniungudasmuiuiiiiuiamy wianninsodanguiamudumaguasdumede
rawmiatmiaumdmneeinviugdaithgh wssewanswnuanneahuddaith
flpanasld dudhagnilifaiannemaiasagingie 2 demaly soysiield
nduutngwsu [N, mirabilis (Lour.) Druce] MNAIANNHNBUNNNUGNTIN
(genetic similarities: S) WU 77.2 WasiBud uas 84.7 WasBudmudau (Huruanewnu
ghatnil 7) uennnuivldamasaumaradadeirananiatnmiunids Tag
wWisuiisuadamnesziuluenatudathefisfifinauds ¢1638 Random Amplified
Polymorphic DNA (RAPD) #l#lwswadnanue 35 lwswed uwaswuhil 1 lwswad
fisduiua TTCCGAACCE fladiuaudiiuaivhimemnzasiuiizuag mnalszana
750 gua dimhuoudiduaidndnluirwaduasrvanswnuuazndatmiaundd
Tuleeulunmaed pCR4-TOPO vector udrsalmaauilanglalndfimheudnmsiamw
wuhildduiedlalnd 813 s wor 680 guamudidu dimnuFeudieude
Tusunsu Clustal W wuhildanumilou 52.9 wadifud waaehlwswedifiddu
Lud TTCCGAACCC flanudhdndiamsisuaninanasitsanail



211589

Nepenthes species (Nepenthaceae) are well known for their ornamentally attractive
pitchers. The species diversity was randomly surveyed in some conservation areas of
Thailand and three species were found, namely N. mirabilis (Lour.) Druce, N. gracilis
Korth. and N. smilesii Hemsl. Young plants as unknown species from Chatuchak market
were added in plant sampled set. Thirty two Inter Simple Sequence Repeat (ISSR) pﬁmers
were screened and 13 successful primers were used to produce DNA banding patterns for
constructing a dendrogram. The dendrogram is potentially power tool to identify unknown
species from Chatuchak market, differentiate species population, population by geographical
areas and sex determination. The geographical area of N. mirabilis was specified to
southern and northeastern Thailand and finally, subdivided into exact areas according to
province. Male and female plants of N. gracilis at Phu Wua Wildlife Sanctuary and N.
mirabilis at Bung KhJonglong Non-hunting Area were determined. Two unknown species
from Chatuchak market were analyzed to be N. mirabilis with the genetic similarities (S)
77.2% to 84.7% (related to N. mirabilis No. 7). Be more sex specific in all samples
studied, 37 Random-Amplified Polymorphic DNA (RAPD) primers were investigated.
Only one RAPD primer with the sequences of TTCCGAACCC shows high resolution
results at about 750 bp specific male-related markers. The markers of N. mirabilis and
N. gracilis were cloned using pCR4-TOPO vector and sequenced at Bioservice Unit. They
consist of 813 and 680 bp, respectively. Using Clustal W program, the two sequences
show 52.9% homology. The result indicates that TTCCGAACCC is the important primer for

sex determination of the genus Nepenthes.





