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Nepenthes is sole genus in Family Nepenthaceae. Menbers of the genus are well known
for their ornamentally attractive pitchers. Some Nepenthes have similar morphology especially in
immature and lacking pitcher stages. Therefore, Sequence Characterized Amplified Region
(SCAR) markers were used to identify Nepenthes species. The five species namely N. gracilis
Korth., N. mirabilis Druce, N. ampullaria Jack, N. kampotiana Lecomte and N. smilesii Hemsl.
were collected and DNA sample were extracted using for Polymerase Chain Reaction with
Random Amplified Polymorphic DNA. Forty primers were screened and three successful primers
(5" GTACGCCCGA 3’, 5 CACAGGCGGA 3’ and 5° GAGCGTCGAA 3°) produced different
band patterns for each species. The selected distinguished bands were cloned and sequenced. The
sequences were used for primer design including Mir 1/Mir 2/Mir 3 for N. mirabilis, Gra 1/Gra 2
for N. gracilis, Smi 1/Smi 2/Smi 3 for N. smilesii, Amp 1/Amp 2 for N. ampullaria, Kam 1/Kam
2 for N. kampotiana. The primers Mir 1/Mir 2/Mir 3, Gra 1/Gra 2, Amp 1/Amp 2, Kam 1/Kam 2
were successfully produced SCAR markers for N. mirabilis, N. gracilis, N. ampullaria,

N. kampotiana, respectively.





