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ABSTRACTS 246742

There were 2 objectives of this study 1) to study the association between the
composite genotype pattern and the different percentage of Holstein and 2) to study the
effect of casein gene family on milk yield and milk composition in different percentage of
crossbred Holstein. The study had divided animal into 2 groups, G1 <87.5% Holstein =
89 cows and G2 >87.5% Holstein = 142 cows. Allele specific — PCR was the method to

genotype the [ —casein and PRC-RFLP was used to genotype «,,a,,k —casein

s1> 522

gene. «,,,q,, —casein have no polymorphism, « , —casein has only one genotype,
BC, while «a, —casein has 2 genotypes but imbalance genotype frequency, AA= 0.93,
AB = 0.07. Therefore 2 loci of casein gene family,a,.a,, —casein, were eliminated
from the studyhof the effect of casein gene on the favorite traits. Five genotypes of
[ —casein gene were observed. A1A2 and A1B were the most and rarest frequent,
respectively, in both groups. Five genotypes of x —casein gene were found. The most
and the lowest frequent were AA, and BB, BE, respectively, in both groups. Composite
genotype A1A2AA was the most frequent in both groups. Linkage disequilibrium (LD)
between 2 genes was detected. Significant differences of frequencies between both
groups of both genes wére not found. The association of the genes and the traits was
different between G1 and G2. Negative effects on the traits were found in both groups.
In addition, the stronger effect of the beta casein gene was observed in most of traits.
The conclusions were the different %Holstein caused the different significant effect of

these genes.
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