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ADP
ATP

BSA

CaCl,
cDNA
cm
CuSO,
DMRT
DNase
dNTP
DTT
E-64
E. coli
EDTA
EGTA
et al.

FwW

HEPES
H,SO0,
IPTG
KCl

Kb

KOH

(12)
fMesnedudnyaitazmee

adenosine diphosphate

adenosine triphosphate

bovine serum albumin

degree Celsius

calcium chloride

complementary deoxyribonucleic acid

centrimeter

copper sulphate

Duncant’s multiple range tests

Deoxyribonuclease

deoxynucleotide—S/—triphosphate

DL-dithiothreitol
trans-Epoxysuccinyl-L-leucylamido-(4-guanidino) butane
Escherichia coli

ethylene diamine tetraacetic acid

ethylene glycol-bis (2-aminoethylether)-N,N,N/,N/-tetraacetic acid
et. Alli (Latin), others

fresh weight

gram

gravity force

hour
4-(2-Hydroxyethyl)piperazine-1-ethanesulfonic acid
sulfuric acid

isopropylthio—B—D—galactoside

potassium chloride

= kilobase

kilogram

potassium hydroxide
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1 = litre

LB = Luria-Bertani

LSD = Least significant difference

meq. wt = milliequivalent weight

mg = milligram

MgCl, = magnesium chloride

MgSO, = magnesium sulphate

mM = millimolar

MOPS = 3-[N-morpholino] propanesulfonic acid
mRNA = messenger ribonucleic acid

umole = micromole

N = normal

NaCl = sodium chloride

Na,CO, = sodium bicarbonate

NaOH = sodium hydroxide

Na-K tartrate = sodium-potassium tartrate

oD = optical density

PMSF = phenylmethylsulfonyl fluoride

PVPP = polyvinylpolypyrrolidole

TA = titratable acid

TAE = Tris acetate EDTA electrophoresis buffer
TSS = total soluble solids

UDP = uridine diphosphate

UDPG = uridine 5'-diphosphoglucose

v/v = volume by volume

w/v = weight by volume

X-gal = 5-bromo-4-chloro-3-indolyl-B-D-galactoside
% = percentage
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