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Prebiotic is non-digestible food ingredient that beneficially affects the host by
selectively stimulating the growth of friendly bacteria in the colon. Immunomodulator,
antimicrobial production of one or a limited number of bacteria as probiotic bacteria in
the colon are also promoted and thus improves host health. The objective of this
research was to study chemical, physical properties and growth-promoting efficiency of
probiotic of some plant extracts. Crude extract of five plants as follows Kluai-nam-wa
(Musa sapientum, L.), Kluai-nam-nom (Musa sapientum, L.), Kluai-Hom (Musa
sapientum, L.), shallot (Hom-dang; Allium cepal.) and white cabbage (Brassica
oleracea L.) were studied. Data obtained will be used for selection of effective prebiotic
from Thai indigenous plants as feed additives.

Degree of polymerization (DP) of 5 plant extracts were arranged from high to
low as follows Kluai-Hom (11.121+0.07), Kluai-nam-wa (4.92+0.02), Kluai-nam-nom
(4.66+0.01), Hom-dang (2.8910.01) and white cabbage (1.54+0.01). The amylase
resistant as %RS of three kinds of banana were ranged from 3.39 to 5.45 %(w/w).
While %RS of Hom-dang and cabbage were 1.62 and 0.28 %(w/w), respectively. Hom-
dang extract has the highest amount of total fructan as 59.83 %(w/w). Whereas, the
other extracts have the total fructan between 0.31 and 0.82 %(w/w). The proximate
analysis of five plant extracts were also investigated. The quantity of carbohydrate of
three kinds of banana exiract were higher than extract of Hom-dang and white cabbage.
The amount of moisture of Hom-dang and white cabbage extract were higher than

banana extracts. Low amount of fat were found in all five plant extracts. High amount
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of protein was found in Kluai-Hom extract. The quantity of crude fiber of five plant
extracts were not differed. The highest amount of ash was found in Kluai-Hom extract.
Several kinds of carbohydrate in all five plant extracts were also identified by using
TLC and HPLC techniques. Sucrose, glucose, fructose and fructo-oligosaccharides
(FOS) (Ketose; GF2, Nystose; GF3, Fructofuranosyl; GF, ) were found in Hom-dang
extract. Fructo-olggosaccharides were not found in extract of white cabbage and
banana. Sucrose, glucose, fructose and fructo-oligosaccharides (GF2, GF3 and GF,)
were not found in Kluai-Hom extract by using HPLC technique.

Growth-promoting of probiotic bacteria L. plantarum by five plant extracts were
also investigated and evaluated. It was found that all five plant extracts had efficiency
to support the growth of probiotic bacteria better than control (probiotic was cultured in
medium without plant extract). The antimicrobial activities were investigated with
associated cuiture of plant extract and probiotic. All plant extracts had capacity to
promote antimicrobial activities of probiotic against two bacterial indicators: E. coli and
S. typhimurium. Their activities against E. coli and S. typhimurium were completed
inhibition (100% inhibition) at 48 and 24 hour, respectively.

Probiotics are live microorganisms which confer health benefit or strengthen the
immune function on the host. Thus for obtaining proper beneficial bacterial strains which
can stimulate immunity in chicken, it was necessary in screening for immunomodulator
probiotics in chicken. So the objective of this study was to screen and isolate
microorganisms which are immunoenhancer probiotics in chicken for further
development of immunomodulator synbiotic. This study was divided into 3 experiments

as following 1). bacterial screening and examining their probiotics properties in vitro 2).
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examining probiotics properties in chicken and 3). examining their immunomudulator
properties. We isolated 1,200 bacterial strains from 120 chickeﬁs in all regions of
Thailand. It was found that 548 strains were gram positive, 242 strains were catalase
negative, 116 strains were toleranced to 0.3 % bile, 19 strains could grow in widely pH
range, 3 strains‘uﬁlized starch, 16 strains utilized fat and 15 strains utilized protein, 15
strains having antibacterial activity to Escherichia cbli and 18' strains having antibacterial
activity to Salmonella Typhimurium. For examining their probiotics properties in vitro,
there were 3 strains indicated probiotics properties, namely, CMU-FP001, CMU-FP002
and CMU-FPO003. From the examination of probiotics properties in chicken, we found
that Feed intake was not significantly difference (p>0.05), while average daily gain,
Feed conversion ratio and Feed efficiency in chicken fed probiotics in CMU-FP002 test
group showed significantly difference (p<0.05). Percent mortality through the experiment
was b5.64%. However there was no significantly difference in immunomodulator

examining of these probiotics between all tested groups.





