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The objectives of this research are to propose the transmission model to predict the outbreak of
H5NT1 virus (Avian Influenza) from human to human and estimate the Basic Reproductive number (R)) of
influenza. Two data types were collected in Thailand including (1) reported case of the disease under Avian
Influenza Surveillance (AIS) data by the date of onset in 3 specific seasons, namely winter, summer and rainy
and (2) infected influenza cases. Furthermore, by using AIS data, algorithm of transmission model of avian
influenza (TMAI) was modified for prediction outbreak of human-to-human transmission namely SLIVE
(Susceptible-Lifetime of virus-Resistibility-Control Measure) model. The factors of this model included host
susceptible, temperature, infectious, time and control measure. The efficiency of TMAI and SLIVE models
were measured by using RMSE, MAE, Type | Error and Accuracy rate. After that the basic reproductive

number was estimated by using compartmental epidemic model.

Results from the outbreak prediction by SLIVE model were good since they are supported by 3 of 4
measures. In this study, environmental factors related to probability of climatic conditions which tend to
affect the incubation of HSN1 virus period regarding SLIVE with G model were added to the model. As a
result, efficiency of precision was increased. The rainy period data showed that SLIVE model prediction had

the maximum accuracy rate at this time of the year.

Results can be used for forecasting risk of Avian Influenza pandemic in humans in Thailand. R, for

Influenza is estimated as 1.3 — 1.4. R, computed by using the Compartmental Epidemic Model. Moreover, the

(11
value of R provided by this model is closed to other influenza models. More broadly, it is suggested, results

of this model might be used to forecast risk, control and or inform of an epidemic.
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