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Peanut bud necrosis virus (PBNV) is the cause of peanut bud nt-;]c.:rosils. (PBI\-}D)
and has thrips as a vector. Three peanut varieties: IC 10, ICGV 86031 and ICGV 86388,
are genetically resistant to PBND and two varieties: JL 24 and Wang-Nam-Yen, are
sensitive to the disease. DNA polymorphisms may occur in these peanut varieties. The
objective of this study was to use Random Amplified Polymorphic DNA (RAPD) technique
to generate DNA fingerprints of these 5 peanut varieties and detect polymorphism of peanut
DNA. Ten primers of RAPD were used to amplify DNA from the peanut varieties and from
signal grass (Brachiaria decunbens Stapf). The RAPD primers generated 287 DNA
fragments from DNA of the peanut varieties giving an average of 29 DNA
fragments/primer. There were 114 different DNA fragments detected among peanut
varieties giving an average of 11 DNA fragment/primer, polymorphic information content
(PIC) of 0.06-0.96 and similarity coefficient (D) of 0.42-0.99. Four RAPD primers:
OP1-04, OP1-05, OP7-10 and OP12-07 generated 18 DNA fragments that were
specific to PBNV resistant varieties only. Three RAPD primers: OP1-4, OP1-05 and
OP1-12, generated 13 DNA fragments that were specific to PBNV sensitive varieties
only. Genetic relationship using value of genetic distance and grouping of peanut and signal
grass using Unweighted Pair Group with Arithmetic mean (UPGMA) were analyzed. Three
distinct groups were identified; group 1 containing only signal grass, group 2 having 2
peanut varieties, JL 24 and Wang-Nam-Yen, and group 3 having varieties IC 10, ICGV
86031 and ICGV 86388.



