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Body type traits and milk yield (3,300 records) gathering from crossbred and purebred
Holstein Friesian, born from 1986 through 2000, that belonged to 1) the Department of Animal
Science (67 heads), Faculty of Natural Resources (North Eastern Rajamangala University of
Technology), and 2) the Roi-Et Agricultural Research and Training center (208 heads), Faculty of
Agriculture (Khon Kaen University) were used in the study. The dataset was managed into 3
types: 1) the actual measurement dataset (Actual), 2) the transformed dataset using the 50 scores
system (score 50), and 3) the transformed dataset using the 9 scores system (score 9). The
variance components and heritability were estimated using MTC and genetic correlations were
estimated the Restricted Maximum Likelihood (REML) procedure in BLUPF90 Dairy-PAK 2.0
program.

For the Actual dataset, the results showed that the highest heritability was found in rear
udder width (0.55) and the lowest heritability was found in rump width (0.20). High positive
genetic correlation was found between body depth and rear udder height (0.73). High negative
genetic correlation was found between body depth and udder cleft (-0.64). Milk production had
the highest positive genetic correlation with rear udder height (0.76) and negatively high genetic
correlation with udder cleft (-0.67)

For score-50, the highest heritability was found in teat length (0.54) and the lowest was
found in rump width (0.17). The highest positive genetic correlation was found between stature
and body depth (0.71), and the highest negative genetic correlation was found between body dept
and udder cleft (-0.68). Milk production had the highest positive genetic correlation with rump
angle (0.70) and the highest negative genetic correlation with udder cleft (-0.55).

For score 9, the highest heritability was found in udder depth (0.56) and the lowest
heritability estimate was found in rump angle (0.21). The highest positively genetic correlation
was found between foot and rump angles (0.60) and the highest negative genetic:o‘r-re‘l'aﬁ-;; w-as
found between rump angle and rear leg side view (-0.69), and between rump angle and udder
width (-0.69). Milk production had the highest positive genetic correlation with rump width (0.19)
and the highest negative genetic correlation with rear leg side view (-0.14).

The spearman’s rank correlation between estimated breeding value and milk yield from
score 50 were mostly closed to the Actual more than score 9. Thus, in order to estimate genetic
parameters for type traits when Actual information was not available, score 50 might be better
than score 9. Genetic trends of type traits and milk yield of the study population was fluctuated.
The standardized breeding value (SBV) and type-milk index (TMI) from the study could be used
for selection and mating strategies. The SBV could be used for single type trait improvement. The
SBYV for udder composition (UDC) and feet and leg composition (FLC) could be used for general
udder, and feet and leg composition improvements. Furthermore, the TMI could be used for the

improvement of type traits and milk yield.





