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The objectives of this study were to estimate genetic parameters of fertility traits and the
correlation with milk yield (MY) by multivariate analysis using: 1) animal model, compare with 2)
model including dominance gene effect (d?). 4,263 fertility and MY records with 1,813 animals in
pedigree of the crossbred Holstein Friesian from Department of Livestock Development (DLD) during
year 1992 to 2002 were usc in the analysis. The genetic parameters and variance components were
estimated by Restricted Maximum Likelihood {(REML) using BLUPF90 PC-PAK 2.0. The result
showed thac the heritability (h? ) estimate from model 1 for age at first calving (AFC) werc 0.08, and
number of service per conception (NSC), calving interval (CI) and day open (DQO) were between
0.041-0.054. Repeatability (¢) were between 0.111-0.163. Genetic correlation (r, ) betwcen AFC
and other fertility traits were positive (0.362-0.644), but negative with MY (-0.594). Therefore,
downward selection for AFC might result the in increasing other fertility and MY, however weight at
service should be considered. The 7, between NSC and CI, DC were uncorrelated, but showed necgative

response with MY (-0.355). The ry between CI and DO were highly correlated, hence one of these

can be used in the sclection program. The r, between both traits and MY were positive (0.216-

0.268), therefore negative effect of the trait should be considcred in the selection program. The resuht
also showed that including dominance in the analysis did not change the k2 and correlations, but slightly
decrease ¢. The d? for AFC, NSC, CI and DO were 0.169, 0.051, 0.003 and 0.004 and ratio ot
d?/h? were 2.064, 1.304, 0.055 and 0.072, respectively. This showed that high ratio of the AFC
and NSC should be considered for total genetic merit and mate selection. The Pearson correlation and
Spearman rank correlation between estimated breeding value (EBV) of both model showed high
correlation (>0.97). This showed that animal ranks did not changed. The model including d 2 might not

need to be considered, if only the EBV were implement in the selection program.





