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A total of 113,261 test day records during 1995-2005 used in this study consisted of first, second, and
third lactation of 42,245, 38,830 and 32,186 test day records, respectively. The variance components were
estimated by restricted maximum likelihood (REML) and breeding values were predicted by best linear
unbiased prediction (BLUP).. The objectives of this study were to compare genetic parameters of milk
production using Random Regression Test Day Model with three types of day in milk functions, which were
Wilmink functién, Wood function and LeGendre function. In addition, breeding values between first lactation
and first three lactations were compared. The most appropriate model then will be tested for the necessary of
adjusting for heterogeneous variance. It was found that Random Regression Test Day Model with LeGendre
function was the most appropriate model based on R’ and -2logL. Comparison of breeding value between first
lactation and first three lactation found that the Pearson and Spearman rank correlation in sire was in range of
0.860-0.936 and 0.827-0.913, respectively, and dam was in range of 0.645-0.762 and 0.495-0.703, respectively.
R’ from Random Regression Test Day Model with LeGendre function in first lactation adjusted for
heterogencous variance follow by stage of lactation (RRMHE! and RRMHE2), stage of feed management
(RRMHE3) and test day (RRMHE4) were highly, Pearson cotrelation and Spearman rank correlation in dam
between RRMLG1 and RRMHEI, RRMHE2, RRMHE3 were 0.644-0.716 and 0.598-0.667 respectively.
Consequently, the result for this study implied that it necessary to adjust heterogeneous variance for estimation

genetic curve of milk production trait.





